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Ishikawa H, Tsu yama N , Abroun Liu S J.i F.k Otsuyama K> 
Zbct^ X. Kavvano MVl 

Interleukin-6, CD45 and the src-kinases in myeloma cell proliferation. 

Leuk Lymphoma. 2003 Scp;44(9): 1477-81 . 
PMID: 14565647 [PubMed - in process] 



f^ 2: Valiviiia J. Muhonen V. 



Relates Articles, Links 



Correlated adiabatic and isocurvature cosmic microwave background 
fluctuations in the wake of the results from the wilkinson microwave 
anisotropy probe. 

Phys Rev Lett. 2003 Sep 26,91 (13):13 1 302. Hpub 2003 Sep 24. 
PMID: 14525297 [PubMed - in process] 



n 3: Ishikawa II. Tsuyama I\\ Kuwano MM. 
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lnterleukin-6-induced proliferation of human myeloma cells associated with 
CD45 molecules. 

Int J Hematol. 2003 Aug;78(2):95-105. Review. 
PMID: 12953802 [PubMed - indexed for MKDLINK] 
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Joint cosmic microwave background and weak lensing analysis: constraints 
on cosmological parameters. 

Phys Rev Lett. 2003 Jun 6;90(22):221 303. Hpub 2003 Jun 06. 
PMID: 12857304 [PubMed - as supplied by publisher] 

Ka wano MM, Ishikawa II Tsuyam a N. Abroun S, Liu S, Li FL Relaieri A-tiokiSi, Lnks 
Ots uyama K, /hcng X. 

Growth mechanism of human myeloma cells by interleukin-6. 

Int J Hematol. 2002 Aug;76 Suppl 1:329-33. 

PMID: 12430875 [PubMed - indexed for MEDLINE] 
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Song LC. Chen i IS. Lou N, Sung (.'. /.am L Fu TIL 

Effects of Coriolus versicolor polysaccharide B on monocyte 
chemoattractant protein 1 gene expression in rat. 

Acta Pharmacol Sin. 2002 Jun;23(6):539-43. 
PMID: 12060529 [PubMed - indexed for MEDLINE] 



\elate(5 Articles, Links 



(""! 7: de Vaucoulcurs G. 

Tests of the long and short extragalactic distance scales. 

Proc Natl Acad Sci USA. 1993 Jun 1 ;90(1 1 ):481 1 -3. 
PMID: 1 1607392 [PubMed - as supplied by publisher] 
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Sega l IK. 

The redshift-distance relation. 

Proc Natl Acad Sci U S A. 1993 Jun 1;90(1 1):4798-805. 
PMID: 1 1607390 [PubMed - as supplied by publisher] 
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fl 9: Kddm^lHAJ:nem Related Articie*. Links 

Constraints on galaxy bias, matter density, and primordial non-Gaussianity 
from the PSCz galaxy redshift survey. 
Phvs Rev Lett. 2001 Feb 19;86(8): 1434-7. 
PMID: 11290161 [Pub Med - indexed for MKDLINH] 

fl 10: Ii*ku&iLaM,.LUL^ Related Articles. Link;; 

Limits on neutrino mass from cosmic structure formation 

Phvs Rev Lett. 2000 Feb 7;84(6): 1082-5. 
PMID: 1 1017449 [PubMed - as supplied by publisher] 

fill: Ishikawa IL Mahmoud MS, Fujii R, Abr oun S, Ka wano MM. Relaxed Articles. Links 

Proliferation of immature myeloma cells by interleukin-6 is associated with 
CD45 expression in human multiple myeloma. 

Leuk Lymphoma. 2000 Sep;39(l -2): 5 1-5. Review. 
PMID: 10975383 [PubMed - indexed for MHDLINH] 

f*j 1 2 • Sa hara N. Ihara M, One T, Tamashitna S, Matsui LL Takcshita A Related A/tici es , Li n ks 
* Qhno.iL 

Multiple myeloma expressing CD19(+)CD56(-) phenotype. 

Am J Hematol. 2000 Aug;64(4):3 1 1 -3. 
PMID: 1091 1386 [PubMed - indexed for MKDLINH] 

n 13: Xur.aUoM* Suzu^ Related Articles. Links 

Danziger I J, Noinoio K, Nakamura I. Young TR. Patat F 

The Properties of Supernova 1997cy Associated with GRB 9705 14. 
Astrophys J. 2000 May 1 ;534(1):L57-L61 . I -pub 2000 Apr 27. 
PMID: 10790071 [PubMed - as supplied by publisher] 

n 14: Fujii R. Ishikawa 1L Malimoud MS, Asaoku 11. Kawano MM. Related Articles, Links 

^1 MPC-l-CD49e- immature myeloma cells include CD45+ subpopulations 
that can proliferate in response to IL-6 in human myelomas. 

Br J I Iaematol. 1 999 Apr; 1 05( 1 ): 1 3 1 -40. 
PMID: 10233376 [PubMed - indexed for MKDLINH] 



n 15: JnnenezR : Related Articles*, Links 



Globular cluster ages 

Proc Natl Acad Sei II S A. 1998 Jan 6,95(1): 13-7. 
PMID: 9419317 [PubMed - as supplied by publisher] 

n 16: Kawano MM, Mahmoud MS, Ishikawa I I. Related Articles, Links 

Cyclin Dl and pl61NK4A are preferentially expressed in immature and 
mature myeloma cells, respectively. 

Br J Haematol. 1997 Oct;99(l):131-8. 

PMID: 9359513 [PubMed - indexed for MEDLINH] 

n 17: Songaila A, Wamplcr KJ, Cowic LI... Related Articles, Links 



A high deuterium abundance in the early Universe. 

Nature. 1997 Jan 9;385(66 12): 137-9. 
PMID: 89901 15 [PubMed - indexed for MKDLINH | 

n 18: Cnvanauah PF Jr. Mo YK. Bardos TJ. Related Articles, Links 

The activation of murine macrophages and natural killer cells by the 
partially thiolated double stranded RNA poly(I)-mercapto poly(C). 
Res Commun Mol Pathol Pharmacol. 1996 Feb;91(2): 131-47. 
PMID: 8832906 [PubMed - indexed for MKDLINH] 
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Identification of early plasma cells in peripheral blood and their clinical 
significance. 

Br J Haematol. 1996 Jan;92(l): 184-91. 

PMID: 8562394 [PubMed - indexed for MEDLINE] 
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Huang N. K aw a no MM Mahmuud MS, Mihnra K. Tsujiinoto T. 
Nivy a i) Am K uram olo A. 

Expression of CD21 antigen on myeloma cells and its involvement in their 
adhesion to bone marrow stromal cells. 

Blood. 1995 Jun 15;85(12):3704-12. 

PMID: 7780154 [PubMed -.indexed for MEDLINE] 

PI 2 1 : K.^\y ano .NIM^ Miliara Relate ri Artie 1 es , Lin ks 



A new phenotypic classification of bone marrow plasmacytosis. 

Int J Hematol. 1995 Jun;61 (4): 179-88. 

PMID: 8547606 [PubMed - indexed for MEDLINE! 



fj22: Mihara K, Harada i f Kawano MM. 



Keteted Articles, Links 



[Phenotypic analysis of myeloma cells] 

Nippon Rinsho. 1995 Mar;53(3):574-9. Review. Japanese. 
PMID: 7699888 [PubMed - indexed for MEDLINE] 



P23: Kawano MM. 



Related Articles, Links 
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□ 25: 



[Myeloma precursor cells and their differentiation] 

Nippon Rinsho. 1995 Mar;53(3):552-6. Review. Japanese. 
PMID: 7699884 [PubMed - indexed for MEDLINE] 

Huang N. Kawano MM, Harada \ L Macula Y. Sakai A. Kurarnoto ^ eMi\e -:i A: tic;! L= n ks; 
A. Niwa O 

Heterogeneous expression of a novel MPC-1 antigen on myeloma cells: 
possible involvement of MPC-1 antigen in the adhesion of mature 
myeloma cells to bone marrow stromal cells. 

Blood. 1993 Dee 15;82(12):3721-9. 

PMID: 8260709 [PubMed - indexed for MEDLINE] 

Ha rada H, Kawan o MM , 1 iuang 1 l arada Y, Iwato K., Tanabe O, Related Articles, Links 
Tanaka II, Sakai A. Asaoku II Kununolo A 

Phenotypic difference of normal plasma cells from mature myeloma cells. 

Blood. 1993 May 15;81(10):2658-63. 

PMID: 8490 175* [PubMcd - indexed for MEDLINE] 



n 26: JAViiLy.K 3 .K^.^^Mv\MM, 

[Myeloma precursor cells] 

Rinsho Ketsueki. 1993 Apr;34(4):433-8. Japanese. 
PMID: 7685432 [PubMed - indexed for MEDLINE] 

C 27: Hung JC. Wilson ME, Brown ML, Gibbons R J. 



Related Articles, Links 



Related Articles, Links 



□ 28: 



Rapid preparation and quality control method for technetium-99m-2- 

methoxy isobutyl isonitrile (technetium-99m-sestamibi). 

J Nucl Med. 1991 Nov;32(l l):2162-8. 

PMID: 1834815 [PubMed - indexed for MEDLINE] 

Sobol cv VS, Ell er Kl, Pimen ova VV, Zakharova LP, Muzychenko Related Articles, Li n ks 
NI. TuK -l'ian VA 

[The contamination of the 1986-1988 wheat harvests with deoxynivalenol 
(vomitoxin)] 

VoprPitan. 1990 Jan-Feb;(l):68-7 1 . Russian. 
PMID: 2140639 [PubMed - indexed for MEDLINE) 
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□ 30: 



Opioid peptides and self-stimulation of the medial prefrontal cortex in the 
rat. 

Psychopharmacology (Bed). l984;83(3):288-92. 
PMID: 6433394 [PubMed - indexed for MEDLINE] 

Chen MC, Ghana KS., Sal/man NP. Related Articles, Unks 

Studies of polyoma virus DNA: cleavage map of the polyoma virus 
genome. 
J Virol. 1975 Jan;15(l): 191-8. 
PMID: 163343 [PubMed - indexed for MEDLINE] 

H 31: PARSONS D\\ PARPEN EB Jr. ITNDSLEY PI- PRAT T GT. Related Articles, Lmks 
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Electron microscopy of plasma-cell tumors of the mouse, I. MPC-1 and 
X5563 tumors. 

J Biophys Biochem Cytol. 1961 I ; eb;9:353-68. No abstraet available. 
PMID: ! 3733008 [PubMed - OLDMEDLINE for Prel966| 
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p l< Kirkaldv AA. Musonda AC. Khanolkhar- Young S. Suncetha S. Reioie^ Articles, bnks; 
Lock wood DN 

Expression of CC and CXC chemokines and chemokine receptors in human 
leprosy skin lesions. 

Clin Exp Immunol. 2003 Dec;134(3):447-53. 
PMID: 14632750 [PubMcd - in processl 

O 2: ScbjctTie KW, Gundersen I IT. Iverscn JG, Thompson KM, Bogcn H. Related Articles, Links 

Antibody -mediated delivery of antigen to chemokine receptors on antigen- 
presenting cells results in enhanced CD4+ T cell responses. 
Eur J Immunol. 2003 Nov;33(l 1):3 101-8. 
PMID: 14579278 [PubMcd - in process] 



p 3 : Donnelly LL. Rogers ))F. 



Related Articles, Unks 



Therapy for chronic obstructive pulmonary disease in the 21st century. 

Drugs. 2003;63(1 9): 1973-98. 

PMID: 12962514 (PubMed - in process] 
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Aguilarl 7 . Nuncz-Roldan A. "I "ones B. Wic hrnann L Sa nchez 
Rom an J, G o n z a ] c /.-E scribano 



Reisieci Articles, bnks 
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Chemokine receptor CCR2/CCR5 polymorphism in Spanish patients with 
systemic lupus erythematosus. 

.1 Rheumatol. 2003 Aug;30(8): 1770-4. 
PMID: 12913933 [PubMed - in process) 

Luan g say S. Rasper LIT. Rachinel N. Minns LA. Mcnncchct . FJ. Related Articles, Links 
Va ndewaHe A. Bu/.oni-Gatcl 1) 

CCR5 mediates specific migration of Toxoplasma gondii-primed CD8 
lymphocytes to inflammatory intestinal epithelial cells. 

Gastroenterology. 2003 Aug;125(2):491 -500. 
PMID: 12891552 [PubMed - indexed for MEDLINE] 



H 6: Daly. C Rollins BJ 



Keiated Ar:ic!«:>, Links 
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Monocyte chemoattractant protein- 1 (CCL2) in inflammatory disease and 
adaptive immunity: therapeutic opportunities and controversies. 

Microcirculation. 2003 Jim; 10(3-4):247-57. Review. 
PMID: 12851642 [PubMed - indexed for MEDLINE] 

Jini^uchi.K^ Related Abides, Links 

N. T "akahashi K. Takeva M. 

Impaired hepatic granuloma formation in mice deficient in C-C chemokine 
receptor 2. 

J Pathol. 2003 M;200(3):406-16. 

PMID: 12845637 [PubMed - indexed for MEDLINE] 
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Gabuzda D 



Related Articles, Links 
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monocytes. 

J Exp Med. 2003 Jun 16; 1 97(1 2): 1701 -7. 
PMID: 12810688 [PubMcd - indexed for MEDLINE] 

r 9: Wan g 11, Nemoio-Sasaki Y. Kondo T, Akiya ma M. M ukaida N. Related Articles, Links 



Potential involvement of monocyte chemoattractant protein (MCP)-1/CCL2 
in lL-4-mediated tumor immunity through inducing dendritic cell migration 
into the draining lymph nodes. 

Int Immunopharmacol. 2003 May;3(5):627-42. 
PMID: 12757733 [PubMed - in process] 

n 10: Aiuebor MN. Mogaboam CM, Le T. Swain MG. Related Articles, Links 

C-C chemokine ligand 2/monocyte chemoattractant protein- 1 directly 
inhibits NKT cell IL-4 production and is hepatoprotective in T cell- 
mediated hepatitis in the mouse. 

J Immunol. 2003 May 15;170(10):5252-9. 

PMID: 12734374 [PubMcd - indexed for MEDLINE] 

J*"! J j. Brock IV., Asosingh K. Vanderkerken K. Straetmans N, Van Camp Related Article* '• :nk* 
' a VanRiet.I. 

Chemokine receptor CCR2 is expressed by human multiple myeloma cells 
and mediates migration to bone marrow stromal cell-produced monocyte 
chemotactic proteins MCP-1, -2 and -3. 

Br J Cancer. 2003 Mar 24;88(6): 855-62. 

PMID: 12644822 [PubMcd - indexed for MEDLINE] 

p 12: yie!b.a.ucr .V... Anders HJ, Perez. ^ Related Article:?, Links 

SchloiKlorff D. Mack M 

Phenotyping renal leukocyte subsets by four-color flow cytometry: 
characterization of chemokine receptor expression. 
Nephron Kxp Nephrol. 2003;93(2):e63. 
PMID: 12629274 [PubMed - indexed for MHDLINK] 

P 13: Shad id i KR. Aarvak T, Henriksen .IE, Nat via JB, Thompson KM. Related Articles, Links 
The chemokines CCL5, CCL2 and CXCL12 play significant roles in the 



migration of Thl cells into rheumatoid synovial tissue, 
Scand J Immunol. 2003 Feb;57(2): 192-8. 
PMID: 12588667 [PubMed - indexed for MEDLINE] 

P 14: Solomon MF. Kuziel WA. Mann DA. Simeonovic CJ. Related Articles., Links 

The role of chemokines and their receptors in the rejection of pig islet 
tissue xenografts. 
Xenotransplantation. 2003 Mar; 10(2): 164-77. 
PMID: 12588649 [PubMed - indexed for MEDLINK] 

P 15: Mm* s LL Hcrminu S. Wcnschuh R Mayer K. Seegcr W. Lohr n cycr Related Articles, links 
l 



Role of endothelial MCP-1 in monocyte adhesion to inflamed human 
endothelium under physiological flow. 

Am J Physiol Heart Circ Physiol. 2002 Dec;283(6):H2584-91 . Kpub 2002 Aug 29. 
PMID: 12388329 [PubMed - indexed for MEDLINE] 

p |6: Lundien MC, Moham med KA. Nasregn J^X^P.iTJjS Jja^ Related Articles, Links 

" JA. Sanders KL, Va n T f om RD. Antony V B. 

Induction of MCP-1 expression in airway epithelial cells: role of CCR2 
receptor in airway epithelial injury. 

J Clin Immunol. 2002 May;22(3): 144-52. 
PMID: 12078856 [PubMed - indexed for MEDLINE] 



Entrez-PubMed 



Page 3 of 9 



n 17: Kimj;;HJoJ;msl^ Related Article*. Links 

Trafficking machinery of NKT cells: shared and differential chemokine 
receptor expression among V alpha 24(+)V beta 1 1(+) NKT cell subsets 
with distinct cytokine-producing capacity. 

Blood. 2002 Jul 1; 100(1): 11-6. 

PMID: 12070001 [PubMcd - indexed for MHOUNK] 

P; 18: Sodhi A. Biswas SK.. Related Article*. Link:-; 

Monocyte chemoattractant protein- 1 -induced activation of p42/44 MAPK 
and c-Jun in murine peritoneal macrophages: a potential pathway for 
macrophage activation. 

J Interferon Cytokine Res. 2002 May ;22(5):5 17-26. 
PMID: 12060490 [PubMed - indexed for MEDLINE J 

("j 19* Maus UA. Koay MA, Delbeck T. Mack M, Eirnert M, Eimeit L. Related Articles, Links 
Blackweli TS. Christ mnn JV\\ Schlondorff D, See ger W. Loht neycr 
J_ 

Role of resident alveolar macrophages in leukocyte traffic into the alveolar 
air space of intact mice. 
Am J Phvsiol Lung Cell Mol Phvsiol. 2002 Jun;282(6):L 1245-52. 
PMID: 12003780 [PubMed - indexed for MEDLINE] 

f"; 2 0 ' inkwell P, Caldcrvv ood JVV, Brooks CJ. Chakravorty SJ. Savage ed A- tic! I •• n Ks; 

* CO 

Chemoattraction of T cells expressing CCR5, CXCR3 and CX3CR1 by 
proximal tubular epithelial cell chemokines. 

Nephrol Dial Transplant. 2002 May;17(5):734-44. 
PMID: 1 1981057 [PubMed - indexed for MEDLINE J 

O 21* Tray nor TR., Herring AC. Port' ME., Kuziel. WA, Tocws GR. Related Articles, Links 

' Huffnaglc. GB. 



Differential roles of CC chemokine ligand 2/monocyte chemotactic 
protein- 1 and CCR2 in the development of Tl immunity. 

J Immunol. 2002 May 1 ;168(9):4659-66. 

PMID: 11971015 [PubMed - indexed for MEDLINE J 

n 22: -^^ei/ke^ Related Articles. Links 

H.. Asosingh K. Van R iot I, Van Camp B. 

Monocyte chemoattractant protein- 1 (MCP-1), secreted by bone marrow 
endothelial cells, induces chemoattraction of 5T multiple myeloma cells. 

Clin Exp Metastasis. 2002; 1 9(1 ):87-9(). 

PMID: 1 1918087 [PubMed - indexed for MEDLINE] 

H 23: Horvath C Well PP. Ncdehnan M. Rao P. Rogers C. Related Articles, Links 

Targeting CCR2 or CD 18 inhibits experimental in-stent restenosis in 
primates; inhibitory potential depends on type of injury and leukocytes 
targeted. 

Circ Res. 2002 Mar 8;90(4):488-94. 

PMID: 1 1884380 [PubMed - indexed for MEDLINE] 

fj 24' Louisirirutchanakul Liu H, Roongpisuthipong, A, Nakavama FE, Related Articles Links 
Takebe Y, Shioda T. Wasi C, 
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Genetic analysis of HIV- 1 discordant couples in Thailand: association of 
CCR2 641 homozygosity with HIV-1 -negative status. 

J Aequir Immune Defic Syndr. 2002 Mar 1;29(3):3 14-5. No abstract available. 
PMID: 1 1873083 [PubMed - indexed for MEDLINE J 
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Chemokine induction and leukocyte trafficking to the lungs during murine 
gammaherpesvirus 68 (MHV-68) infection. 

Virology. 2002 Feb 1:293(1 ):54-62. 

PMID: 1 1853399 [PubMed - indexed for MIDLINE] 



G 26: Migeottc L Franssen JD. C'ioriely S, Willcms F. Parmcntier M. 



Related Articles, Links 



Distribution and regulation of expression of the putative human chemokine 
receptor HCR in leukocyte populations. 

Bur J Immunol. 2002 Feb;32(2):494-5()L 

PMID: 1 1828366 [PubMed - indexed lor MEDLINE] 



P 27: Tanaka S. Green SR. Oachenbcrger (.). 



Reiaied Articles, Lnks 



Differential expression of the isoforms for the monocyte chemoattractant 
protein- 1 receptor, CCR2, in monocytes. 

Biochem Biophys Res Commun. 2002 Jan 1 1 ;290(l):73-80. 
PMID: 1 1779135 [PubMed - indexed for MEDLINE) 



P 28: (.'he n Z. Go rdon JR. Zhang X, Xiang J. 



Relsk-cj Articles 



mks; 



Analysis of the gene expression profiles of immature versus mature bone 
marrow-derived dendritic cells using DNA arrays. 

Biochem Biophys Res Commun. 2002 Jan 1 1 ;290(1 ):66-72. 
PMID: 1 1779134 [PubMed - indexed for MEDLINE] 



H 29: Bie macki KL Pral A. Blain M. Antel JP. 



Relaie-a Articles, Unks; 



P30: 



Regulation of Thl and Th2 lymphocyte migration by human adult brain 
endothelial cells. 

J Neuropathol Exp Neurol. 2001 Dec;60(12): 1 127-36. 
PMID: 1 1764086 [PubMed - indexed for MEDLINHJ 

FiIe.BT,.Pai^ RelsUid Aiticies : L.:nks 

Selective CC chemokine receptor expression by central nervous system- 
infiltrating encephalitogenic T cells during experimental autoimmune 
encephalomyelitis. 

J Neurosci Res. 2001 Nov 15;66(4):705-14. 

PMID: 1 1746391 [PubMed - indexed for MEDLINE] 



P31 



l lusson H. Carideu EG. Cardos o AA, Luuli SM. Neuberg IX 
Muno/ O, dc Leval L. Schult/c J, Frccdm an AS 

MCP-1 modulates chemotaxis by follicular lymphoma cells. 

Br J Haematol. 2001 Dec;l 15(3):554-62. 

PMID: 1 1736935 [PubMed - indexed for MEDLINE] 
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P 32: Adamus G. Manczak M. Machnicki M. 



Related Articles, Links 



Expression of CC chemokines and their receptors in the eye in autoimmune 
anterior uveitis associated with EAE. 

Invest Ophthalmol Vis Sci. 2001 Nov;42(12):2894-9()3. 
PMID: 1 1687534 [PubMed - indexed for MEDLINE] 

P33: Garci a-Loptr/ MA . Sanc.ho D, Sanchez-Madri d F, Mar azuela M. Related Articles, Links 

Thyrocytes from autoimmune thyroid disorders produce the chemokines 
IP- 10 and Mig and attract CXCR3+ lymphocytes. 
J Clin Endocrinol Metab. 2001 Oct;86(10):5008-16. 
PMID: 1 1600578 [PubMed - indexed for MEDLINE] 



P34: 



Dunzendorfer S, Kanc ider NCL Kaser A. Wo el L[L Jlnide. JM x 
Mel 1 ado M , Marti nez-Alonso C. Wiedennann CJ. 
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Functional expression of chemokine receptor 2 by normal human 
eosinophils. 
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J Allergy Clin Immunol. 2001 Oct;108(4):581-7. 
PMID: 1 1590385 [PubMcd - indexed for MEDLINE] 

p 35: Martinelli R. Sab roe L LaRosa G. Williams T.L Pease JE. Relate Articles, Lmks 



|p| The CC chemokine eotaxin (CCL 1 1) is a partial agonist of CC chemokine 
receptor 2b. 
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530/387.1; 530/350 
CAS INDEXING IS AVAILABLE 



19940601 (8) 
19950601 

19940601 PCT 371 date 
19940601 PCT 102(e) date 
rt of Ser. No. US 1993-70117, filed on 1 Dun 1993, now 



435/069.700; 435/069.500; 435/069.510; 435/069.520; 

435/006.000; 424/093.210; 514/044.000; 530/387.100; 

536/023.500; 536/024.310 

435/006.000; 435/069.500; 435/069.510; 435/069.520; 

435/091.200; 435/325.000; 514/044.000; 530/350.000; 

536/023.500; 536/024.310 



424/69.51; 424/69.52; 435/320.1; 435/6; 435/91.7; 
435/69.52; 435/69.1; 435/69.5; 435/69.51; 435/91.2; 

536/23.5 
FOR THIS PATENT. 
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ANSWER 33 OF 38 USPATFULL on STN 
97:56494 USPATFULL 
Method of marking a liquid 

Slater, James Howard, 38 Heol -Y-Del yn , Lisvane, Cardiff CF4 5SR, Great 
Britain 

Mill Place, Lisvane, Cardiff CF4 5TF, Great 



Minton, John Edward, 
Britain 
US 5643728 

WO 9404918 19940303 
US 1995-392821 
WO 1993-GB1822 



GB 1992-18131 

Utility 

Granted 



19970701 

19950227 (8) 
19930826 
19950227 
19950227 
19920826 



<-- 



PCT 371 date 
PCT 102(e) date 



LN.CNT 1087 
INCL INCLM 



435/006.000 

INCLS: 435/004.000; 435/007.100; 435/015.000; 436/056.000; 436/057.000; 

436/501.000; 436/518.000; 436/526.000; 436/527.000; 536/025.300 
NCLM: 435/006.000 

NCLS: 435/004.000; 435/007.100; 435/015.000; 436/056.000; 436/057.000; 
436/501.000; 436/518.000; 436/526.000; 436/527.000; 536/025.300 

[6] 

ICM: C07H021-00 
ICS: C12Q001-68 

435/6; 435/4; 435/7.1; 435/15; 436/501; 436/518; 436/526; 436/527; 
436/56; 436/57; 935/77; 935/78; 514/44; 536/25.3 
CAS INDEXING IS AVAILABLE FOR THIS PATENT. 



NCL 



IC 



EXF 



L5 
AN 
TI 

IN 

PA 

PI 
AI 
DT 
FS 



ANSWER 34 OF 38 USPATFULL on STN 
95:110431 USPATFULL 

Method of inhibiting pro- inflammatory mediator release from basophils 
and mast cells 

Kuna, Piotr, Port Jefferson, NY, United States 
Kaplan, Allen P., St. James, NY, United States 

The Research Foundation of state university of New York, stony Brook, 
NY, United states (U.S. corporation) 



US 5474983 
US 1993-31772 
Utility 
Granted 



19951212 
19930315 



(8) 



< — 



LN.CNT 852 



514/012.000 
514/021.000 
514/012.000 
514/021.000 



INCL INCLM 
INCLS 
NCL NCLM: 
NCLS: 
IC [6] 

ICM: A61K038-19 
EXF 514/12; 514/21 

CAS INDEXING IS AVAILABLE FOR THIS PATENT. 



L5 
AN 
TI 

IN 

PA 

PI 
AI 
RLI 



DT 
FS 

LN.CNT 
INCL 



NCL 



of 



19951024 
19920520 
Ser. no. 



<-- 



(7) 

US 1991-707841, filed on 30 May 1991, 



IC 



EXF 



CAS 



ANSWER 35 OF 38 US PAT FULL on STN 
95 : 94811 US PAT FULL 

Device and method for analysis of blood components and identifying 
inhibitors and promoters of the inflammatory response 
Springer, Timothy A., Chestnut Hill, MA, United states 
Lawrence, Michael, Brookline, MA, United states 
Center for Blood Research, Inc., Boston, MA, United States (U.S. 
corporation) 
US 5460945 
US 1992-887444 
Conti nuation-i n-part 
now abandoned 
Utility 
Granted 
3399 

435/007.240 

422/058.000; 422/069.000; 427/002.110; 427/002.130; 435/002.000 
435/004.230; 435/007.800; 435/029.000; 435/030.000; 435/174.000 
435/176.000; 435/177.000; 435/240.200; 435/287.100; 435/287.200 
435/287.900; 435/288.300; 435/288.500 
435/007.240 

427/002.110; 427/002.130; 435/002.000 
435/029.000; 435/030.000; 435/174.000 
435/287.100; 435/287.200; 435/287.900 
435/379.000 



INCLM : 
INCLS: 



NCLM: 
NCLS: 



[6] 
icm: 
ics: 



422/058.000; 422/069.000 

435/007.230; 435/007.800 

435/176.000; 435/177.000 

435/288.300; 435/288.500 



C12N005-00 

C12Q001-02; G01N033-566 



422/69; 422/58; 427/2; 435/2; 435/7.23; 435/7.24; 435/7.8; 435/29; 
435/30; 435/174; 435/176; 435/177; 435/287; 435/240.2; 436/503 
INDEXING IS AVAILABLE FOR THIS PATENT. 



) 



L5 ANSWER 36 OF 38 US PAT FULL on STN 
AN 95:92775 USPATFULL 

TI Human monocyte chemoattractant protein-1 ( ***mcp*** - 
derivatives 

Rollins, Barrett, Brookline, MA, United States 
Zhang, Yu J., Brookline, MA, United States 

Dana-Farber Cancer Institute, Boston, MA, United States (U.S. 
corporation) 

US 5459128 19951017 <— 

US 1994-330218 19941027 (8) 

Continuation-in-part of Ser. No. US 1993-152 301, filed on 12 Nov 1993, 
now abandoned 
Utility 
Granted 
LN.CNT 400 

INCL INCLM: 514/008.000 

INCLS: 514/012.000; 514/021.000; 530/351.000; 530/395.000; 530/402.000; 

530/409.000; 424/085.100 
NCLM: 514/008.000 

NCLS: 424/085.100; 514/012.000; 514/021.000; 530/351.000; 530/395.000; 
530/402.000; 530/409.000 

[6] 

ICM: C07K014-52 

ICS: C08H001-00; A61K038-19; A61K045-05 

530/350; 530/351; 530/395; 530/402; 530/409; 514/8; 514/12; 514/21; 
424/85.1; 930/140; 930/141 
CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
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L5 ANSWER 37 OF 38 USPATFULL on STN 
AN 95:71471 USPATFULL 

TI ***Anti bodies*** to human IL-8 type B *** receptor*** 

IN chuntharapai , Anan, 460 Point San Bruno Blvd., South San Francisco, CA, 
United States 94080 

Hebert, Caroline, 460 Point San Bruno Blvd., south San Francisco, CA, 
United States 94080 

Kim, Kyung J., 460 Point San Bruno Blvd., South San Francisco, CA, 
United States 94080 

Lee, James, 460 Point San Bruno Blvd., south San Francisco, CA, United 
States 94080 

PI US 5440021 19950808 <— 

AI US 1994-202056 19940225 (8) 

RLI Continuation-in-part of Ser. No. US 1991-677211, filed on 29 Mar 1991, 
now abandoned 



FS 
LN 



Granted 
. CNT 2693 



NCL 



IC 



EXF 

CAS 

L5 
AN 
TI 
IN 

PA 



530/388.220 
530/388.230; 
530/388.220 
530/388.230; 



530/389.100; 
530/389.100; 



530/389.200; 
530/389.200 



435/240.270 



INCL INCLM: 
INCLS: 
NCLM : 
NCLS: 
[6] 

ICM: C07K016-28 
ICS: C07K016-24; C12N005-22 

424/158.1; 530/388.73; 530/388.23; 530/389.2; 530/388.33; 530/389.1; 
435/240.27 
INDEXING IS AVAILABLE FOR THIS PATENT. 

ANSWER 38 OF 38 US PAT FULL on STN 
95:67213 USPATFULL 

Use of platelet factor 4 to treat inflammatory diseases 
Kuna, Piotr, Port Jefferson, NY, United States 
Kaplan, Allen P., St. James, NY, united States 

The Research Foundation of state University of New York, Albany, NY, 
United States (U.S. corporation) 



PI 
AI 
DT 
FS 

LN .CNT 
INCL 



US 5436222 
US 1993-31773 
Utility 
Granted 
716 



19950725 
19930315 



(8) 



NCL 



IC 



EXF 
CAS 



514/012.000 
530/300.000; 
514/012.000 
514/826.000; 



530/324.000; 
514/886.000; 



514/826.000; 514/886.000 
530/300.000; 530/324.000 



INCLM 
INCLS 

nclm: 

NCLS: 
[6] 

ICM: A61K038-00 

ICS: A61K038-02; C07K005-00; C07K007-00 
514/12; 514/826; 514/886; 530/300; 530/324; 435/69 
INDEXING IS AVAILABLE FOR THIS PATENT. 



=> S CCR2 AND antibody 

27 FILES SEARCHED. . . 

60 FILES SEARCHED. . . 
L6 1233 CCR2 AND ANTIBODY 

=> DUP REM L6 

DUPLICATE IS NOT AVAILABLE IN ' ADISINSIGHT , ADISNEWS, BIOCOMMERCE, DGENE , 
DRUGLAUNCH, DRUGMONOG2 , DRUGUPDATES, FEDRIP, FOREGE, GENBANK, KOSMET, 
MEDICONF, NUTRACEUT, PCTGEN , PHAR, PHARMAML, RDISCLOSURE , SYNTHLINE ' . 
ANSWERS FROM THESE FILES WILL BE CONSIDERED UNIQUE 
PROCESSING IS APPROXIMATELY 97% COMPLETE FOR L6 
PROCESSING COMPLETED FOR L6 

L7 682 DUP REM L6 (551 DUPLICATES REMOVED) 

=> S L7 AND PY<=1995 
'1995' NOT A VALID FIELD CODE 

6 FILES SEARCHED. . . 

9 FILES SEARCHED. . . 

13 FILES SEARCHED. . . 

17 FILES SEARCHED. . . 

'1995' NOT A VALID FIELD CODE 

30 FILES SEARCHED. . . 

'1995' NOT A VALID FIELD CODE 

'1995' NOT A VALID FIELD CODE 

41 FILES SEARCHED. . . 

'1995' NOT A VALID FIELD CODE 

46 FILES SEARCHED. . . 

49 FILES SEARCHED. . . 

'1995' NOT A VALID FIELD CODE 

57 FILES SEARCHED. . . 

60 FILES SEARCHED. . . 
L8 1 L7 AND PY<=1995 

=> D L8 

L8 ANSWER 1 OF 1 BIOSIS COPYRIGHT 2003 BIOLOGICAL ABSTRACTS INC. on STN 

AN 1988:35083 BIOSIS 

DN PREV198885022808; BA85:22808 

TI RABBIT NEPHROTOXIC NEPHRITIS EFFECT OF A THROMBOXANE SYNTHETASE INHIBITOR 



AU SHINKAI Y [Reprint author]; CAMERON j s 

CS CLINICAL SCI LAB, 17TH FLOOR GUY'S TOWER, GUY'S HOSP, LONDON SEl 9RT, UK 
SO Nephron, (1987) Vol. 47, No. 3, pp. 211-219. 

CODEN: NPRNAY. ISSN: 0028-2766. 
DT Article 
FS BA 
LA ENGLISH 

ED Entered STN : 28 Dec 1987 

STN INTERNATIONAL LOGOFF AT 12:05:23 ON 02 DEC 2003 



GenCore version 5.1.6 
Copyright (c) 1993 - 2 0 03 Compugen Ltd 



OM protein - protein search, using sw model 
Run on : 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched : 



November 25, 2003, 23:18:24 ; Search time 21 Seconds 

(without alignments) 
725.329 Million cell updates/sec 

US-09-625-573-4 
1900 

1 MLSTSRSRFIRNTNESGEEV DGVTSTNTPSTGEQEVSAGL 360 

BLOSUM62 

Gapop 10.0 , Gapext 0.5 



328717 



328717 seqs, 42310858 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : I ssued_Patents_AA : * 

1 : /cgn2_6/ptodata/l/iaa/5A_COMB.pep: * 

2 : /cgn2_6/ptodata/l/iaa/5B_COMB.pep: * 

3 : /cgn2_6/ptodata/l/iaa/6A_COMB.pep: * 

4 : /cgn2_6/ptodata/l/iaa/6B_COMB.pep: * 

5 : /cgn2_6 /ptodata / 1 / iaa /PCTUS_COMB . pep : * 

6 : /cgn2_6/ptodata/l/ iaa/backf ilesl .pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 

US-08-450-393A-4 

; Sequence 4, Application US/08450393A 
; Patent No. 5707815 
; GENERAL INFORMATION: 

APPLICANT: Charo, Israel 

APPLICANT: Coughlin, Shaun 

TITLE OF INVENTION: MAMMALIAN MONOCYTE CHEMOATTRACTANT 
TITLE OF INVENTION: PROTEIN RECEPTORS 
NUMBER OF SEQUENCES: 14 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Cooley Godward Castro Huddleson & Tatum 

STREET: 5 Palo Alto Square 

CITY: Palo Alto 

STATE: California 

COUNTRY : USA 

ZIP: 94306-2155 
COMPUTER READABLE FORM: 



MEDIUM TYPE: Floppy disk 

COMPUTER : IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS-DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08 /4 50 , 3 93A 

FILING DATE: May 25, 1995 

CLASSIFICATION: 424 
ATTORNEY/AGENT INFORMATION: 
; NAME: Cserr, Luann 

REGISTRATION NUMBER: 31,822 

REFERENCE/DOCKET NUMBER: UCAL- 2 37 / 02US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 415-843-5165 

TELEFAX: 415-8857-0663 

TELEX: 38 08 16CooleyPA 
; INFORMATION FOR SEQ ID NO: 4: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 360 amino acids 

TYPE: amino acid 

TOPOLOGY: linear 
MOLECULE TYPE: protein 
US-08-450-393A-4 

Query Match 100.0%; Score 1900; DB 1; Length 360; 

Best Local Similarity 100.0%; Pred. No. 3.9e-151; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIIIIMIIIIIIIMI 

Db 1 MLSTSRSRF I RNTNESGEEVTTFFDYDYGAPCHKFDVKQI GAQLLPPLYSLVF I FGFVGN 60 

Qy 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 

IIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIMIIII 

Db 61 MLVVLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 

Qy 121 HIGYFGGI FFI I LLTIDRYIAI VHAVFALKARTWFGVVTSVI TWLVAVFASVPGI I FTK 180 

IIIIIMIIIIIIMIMIIIIIIIIIMIIIIIIIIIIIIMIIIIIIIIIIIIIIIII 

Db 121 HIGYFGGI FFI ILLTI DRYIAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRN I LGLVLPLLI MVI CYSG I LKTLLRCRNEKKRHR 240 

IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIMIIII 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRN I LGLVLPLLI MVI CYSG I LKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTIMI VYFLFWTPYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IIIIIIIIIIMIIIMIIIIIIMIIIIIIIIIIIIIIIIIIIIIIMIIMIIIIIII 

Db 241 AVRVIFTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

IIIIIIMIIIIIIIIIMIIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIIIIIIMI 

Db 3 01 NPI I YAFVGEKFRRYLS VFFRKHI TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 36 0 



RESULT 2 
US-08-446-669-4 

; Sequence 4, Application US/08446669 
; Patent No. 6132987 



GENERAL INFORMATION : 

APPLI CANT : Cha ro , I srael 
APPLICANT: Coughlin, Shaun 

TITLE OF INVENTION: MAMMALIAN MONOCYTE CHEMOATTRACTANT 
TITLE OF INVENTION: PROTEIN RECEPTORS 
NUMBER OF SEQUENCES : 14 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: Cooley Godward Castro Huddleson & Tatum 

STREET: 5 Palo Alto Square 

CITY: Palo Alto 

STATE: California 

COUNTRY : USA 

ZIP: 94306-2155 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/446 , 669 

FILING DATE: May 25, 1995 

CLASSIFICATION: 43 5 
ATTORNEY/AGENT INFORMATION: 

NAME: Neeley, Richard 

REGISTRATION NUMBER: 30,092 

REFERENCE/DOCKET NUMBER: UCAL-2 3 7/ 0 1US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE : 415-843-5000 

TELEFAX: 415-8 57-0663 

TELEX: 3 8 0816CooleyPA 
INFORMATION FOR SEQ ID NO: 4: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 36 0 amino acids 

TYPE: amino acid 

TOPOLOGY: linear 
MOLECULE TYPE: protein 



Query Match 100.0%; Score 1900; DB 3; Length 360; 

Best Local Similarity 100.0%; Pred . No. 3.9e-151; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

IIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMIIIMIIIIIIIIIIIIIIIIIIIII 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

Qy 61 ML WL I LI NCKKLKCLTD I YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

IIIIMIIMMIIIMIIMIMIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIII 

Db 61 MLWLILINCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 



Qy 121 HIGYFGGI FF I I LLTI DRYLAI VHAVFALKARTVTFGVVTSVI TWLVAVFASVPG I I FTK 180 

IIIIIMIIIIIIIIIMIIMIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 121 HIGYFGGI FFI I LLTI DRYLAI VHAVFALKARTVTFGVVTSVI TWLVAVFASVPG I I FTK 180 



Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHR 240 

MIIIIIIIIIIIIIIIIMMIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTI MRNI LGLVL PLLI MVI CYSG I LKTLLRCRNEKKRHR 240 



Qy 241 AVRVI FTI MI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IIIMIMIIMIMIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIMIIIIIIIIIIII 

Db 241 AVRVI FTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 3 00 

Qy 3 01 NP I I YAFVGEKFRRYLS VFFRKH I TKRFCKQCP VFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 

MIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMIIIIIIIIIIIMIIIMI 
Db 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 3 

US-09-045-583-50 

; Sequence 50, Application US/09045583 

; Patent No. 6287805 

; GENERAL INFORMATION: 

APPLICANT: Graham, Gerard J. et al . 

TITLE OF INVENTION: No. 6287805el Molecules of the G Protein-Coupled 
NUMBER OF SEQUENCES : 56 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: LAHIVE & COCKFI ELD, LLP 

STREET: 28 State Street 

CITY: Boston 

STATE: Massachusetts 

COUNTRY : USA 

ZIP: 02109 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 0 9/ 04 5 , 58 3 
; FILING DATE: 20-MAR-98 

CLASSIFICATION: 435 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 

FILING DATE: 
ATTORNEY/AGENT INFORMATION: 

NAME: Mandragouras , Amy E. 

REGISTRATION NUMBER: 36,207 

REFERENCE/DOCKET NUMBER: MNI-044 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (617)227-7400 

TELEFAX: (617)742-4214 
INFORMATION FOR SEQ ID NO: 50: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 360 amino acids 

TYPE: amino acid 

TOPOLOGY: linear 
MOLECULE TYPE: peptide 
FRAGMENT TYPE: internal 
US-09-045-583-50 



Query Match 100.0%; Score 1900; DB 3; Length 360; 

Best Local Similarity 100.0%; Pred. No. 3.9e-151; 

Matches 36 0; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIMIIIIMMIIIIIIIIIIIIMMI 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLWLILINCKKLKCLTDIYLLN1AISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

IIIIMIIMMIIIIIIIIIIIIIMIIIIIMIIMIIIIIIIIMMIIIIIIIIII 

Db 61 MLWLILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGIFFI ILLTIDRYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTK 180 

IMMI II ;ll IL, I I III MINI M,ihl I! 

Db 121 HIGYFGGI FFI ILLTIDRYLAI VHAVFALKARTVTFGVVTS VI TWLVAVFASVPG 1 1 FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHR 240 

IIIIIIIIIIIIIMIIIIIIIIIMIIIIIMIIIIIIIIIIIIMIMIIIIIIIIII 

Db 181 CQKEDSVY VCGPYFPRGWNNFHTIMRN I LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHR 24 0 

Qy 241 AVRVIFTIMIVYFLFWTPYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IIIIIIIIIIIIIIIIMIIMIIIMIIIIIIIIIIIIIIIIIIIIIMIIMMIMI 

Db 241 AVRVIFTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

IIIIIMIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIIIIIIII 
Db 3 01 NPIIYAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 4 

US-09-534-185-50 

; Sequence 50, Application US/09534185 
; Patent No. 6403767 

GENERAL INFORMATION: 

APPLICANT: Graham, Gerard J. et al . 

TITLE OF INVENTION: No. 6403767el Molecules of the G Protein -Coupled 

Heptahelical Receptor Superfamily and Uses 
; Therefor 
NUMBER OF SEQUENCES: 56 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: LAHIVE & COCKFIELD , LLP 

STREET: 28 State Street 

CITY: Boston 

STATE: Massachusetts 

COUNTRY: USA 

ZIP: 02109 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/534,185 

FILING DATE: 24-Mar-2000 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 09/045,583 

FILING DATE: <Unknown> 
ATTORNEY/AGENT INFORMATION: 
; NAME: Mandragouras , Amy E. 

REGISTRATION NUMBER: 3 6,2 07 



REFERENCE/DOCKET NUMBER : MNI-044 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (617)227-7400 

TELEFAX: (617)742-4214 
INFORMATION FOR SEQ ID NO: 50: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 360 amino acids 

TYPE: amino acid 

TOPOLOGY: linear 
MOLECULE TYPE: peptide 
FRAGMENT TYPE: internal 

SEQUENCE DESCRIPTION: SEQ ID NO: 50: 
US-09-534-185-50 

Query Match 10 0.0%; Score 1900; DB 4; Length 360; 

Best Local Similarity 100.0%; Pred. No. 3.9e-151; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 6 0 

I Ml Mill MM I II Ml I ; I MMM M I M 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

I IMMIIM I I 1 I II Ml I . IMMMI i ^ ! I 

Db 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

I III MMi I iMI I II Ml I . MUM- Mill I 

Db 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHR 24 0 

MMM M M Mill I IMIMMM I Ml I IMMMIMM 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLjPLLIMVICYSGILKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTI MI VYFLFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 3 00 

MM Ml M IM II ' MMiM M, IMIMMi IMMM M 

Db 241 AVRVI FTI MI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 3 00 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

MMM MIM , MM : MMMMM I II MM IMMM 

Db 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 



RESULT 5 

PCT-US95-00476-4 

; Sequence 4, Application PC/TUS9500476 
; GENERAL INFORMATION: 

APPLICANT: The Regents of the University of California 
TITLE OF INVENTION: MAMMALIAN MONOCYTE CHEMOATTRACTANT 
TITLE OF INVENTION: PROTEIN RECEPTORS 
NUMBER OF SEQUENCES : 14 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Robbins, Berliner & Carson 

STREET: 201 N. Figueroa Street, 5th Floor 

CITY: Los Angeles 

STATE: California 

COUNTRY : USA 



ZIP: 90012-2628 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS-DOS 
SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: PCT/US95/004 76 
FILING DATE: 
CLASSIFICATION: 
ATTORNEY /AGENT INFORMATION: 
NAME : Berl iner , Robert 
REGISTRATION NUMBER: 20,121 
REFERENCE/DOCKET NUMBER: 5555-291 
TELECOMMUNICATION INFORMATION: 
TELEPHONE : 310-977-1001 
TELEFAX : 310-977-1003 
TELEX: 

INFORMATION FOR SEQ ID NO: 4: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 360 amino acids 
TYPE: amino acid 
TOPOLOGY: linear 
MOLECULE TYPE: protein 
PCT-US95-00476-4 

Query Match 100.0%; Score 1900; DB 5; Length 360; 

Best Local Similarity 100.0%; Pred. No. 3.9e-151; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

IMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIMIMI 
Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 ML WLI LI NCKKLKCLTD I YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 

IIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIMIIIIIIIIIMIMIIIIIII! 

Db 61 MLWLI LINCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGI FFI ILLTIDRYLAIVHAVFALKARTVTFGWTS VI TWLVAVFAS VPG I I FTK 180 

IIIIIIIIIIIIIIIMIIIMIIIIIIIIIIIMIMIMIIIIIIIMIMIIIIIII 

Db 121 HIGYFGGI FFI I LLTIDRYLAI VHAVFALKARTVTFGWTSVITWLVAVFASVPGI I FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHR 240 

I I ,i: Mil I I III' II T ^ MM I ML 1 Ml II 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRN I LGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

I ' III II I M Ml I M IM MM Ml II, I II II 

Db 241 AVRVIFTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 36 0 

MM IMMIM : I I Mill I I i I Mill M ; 

Db 3 01 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 36 0 



RESULT 6 
US-08-833-752-7 



Sequence 7, Application US/08833752 
Patent No. 6448375 
GENERAL INFORMATION: 

APPLICANT: SAMSON , MICHEL 
APPLICANT: PARMENTIER, MARC 
APPLICANT: VASSART , GILBERT 
APPLICANT : LIBERT, FREDERICK 

TITLE OF INVENTION : ACTIVE AND INACTIVE CC-CHEMOKINES RECEPTOR 
TITLE OF INVENTION: AND NUCLEI C ACID MOLECULES ENCODING SAID RECEPTOR 
NUMBER OF SEQUENCES : 17 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Knobbe , Martens, Olson & Bear 
STREET: 620 Newport Center Drive 16th Floor 
CITY: Newport Beach 
STATE : CA 
COUNTRY : U.S.A. 
ZIP: 92660 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS - DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 (EPO) 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 08 / 833 , 752 
FILING DATE: 9-APR-1997 
CLASSIFICATION: 536 
ATTORNEY/AGENT INFORMATION: 
NAME: Altman, Daniel E 
REGISTRATION NUMBER: 34,115 
REFERENCE/DOCKET NUMBER: 
INFORMATION FOR SEQ ID NO: 7: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 360 amino acids 
TYPE: amino acid 
STRANDEDNESS : s ingl e 
TOPOLOGY: linear 
MOLECULE TYPE: No. 6448375e 
US-08-833-752-7 

Query Match 98.6%; Score 1873; DB 4; Length 360; 

Best Local Similarity 98.3%; Pred. No. 7e-149; 

Matches 3 54; Conservative 2; Mismatches 4; Indels 0; Gaps 0, 

Qy 1 MLSTSRSRF I RNTNESGEEVTTFFDYDYGAPCHKFDVKQI GAQLLP PLYSLVF I FGFVGN 60 

: II II II ii II I ' I 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVF I FGFVGN 60 

Qy 61 MLWLILINCKKLKCLTDI YLLNLAI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

llllllllllllllllllllllllllllllhllllllllllllllllllllllllllll 
Db 61 MLWLI LINCKKLKCLTDI YLLNLAI SDLLF 1 1 TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGIFFI ILLTIDRYLAI VI IAVFALKARTVTFGVVTS VI TWLVAVFASVPGI I FTK 180 

IIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIII 

Db 121 HIGYFGGIFFI ILLTIDRYLAI VHAVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTK 18 0 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTI MRNI LGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHR 24 0 

; 1 1 i 1 1 1 1 1 : i . i : ; 1 1 1 1 1 1 ' 1 1 1 1 1 1 : i ' i . 1 1 1 1 



Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNI LGLVTjPLLIMVICYSGILKTLLRCRNEKKRHR 240 



Qy 241 AVRV1 FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IIMIIIIIIIMIIIIIIMIIIIIIIIIMIIIIIIIMIIIII IMIIIIIIIIII 

Db 241 AVRVI FTI M I VYFLFWTP YN I VI LLNTFQEFFGLSNCESTSQLDQA I QVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

llllllllllllllhllllllll IIIIIIIIMIIIIIMIMIIIIIIIIMIII 

Db 301 NPI I YAFVGEKFRRYISVFFRKHIXXXFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 7 

US-09-045-583-51 

; Sequence 51, Application US/09045583 

; Patent No. 6287805 

; GENERAL INFORMATION: 

APPLICANT: Graham, Gerard J. et al . 

TITLE OF INVENTION: No. 6287805el Molecules of the G Protein-Coupled 
NUMBER OF SEQUENCES : 56 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: LAHIVE & COCKFIELD , LLP 

STREET: 28 State Street 

CITY: Boston 

STATE: Massachusetts 

COUNTRY : USA 

ZIP: 02109 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS - DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 09/ 04 5 , 5 8 3 

FILING DATE: 20-MAR-98 

CLASSIFICATION: 435 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 

FILING DATE: 
ATTORNEY/AGENT INFORMATION: 
; NAME: Mandragouras , Amy E. 

REGISTRATION NUMBER: 3 6,2 07 

REFERENCE/DOCKET NUMBER: MNI-044 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (617)227-7400 

TELEFAX: (617)742-4214 
; INFORMATION FOR SEQ ID NO: 51: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 360 amino acids 

TYPE: amino acid 

TOPOLOGY: linear 
MOLECULE TYPE: peptide 
; FRAGMENT TYPE: internal 
US-09-045-583-51 

Query Match 97.3%; Score 1849; DB 3; Length 360; 

Best Local Similarity 97.2%; Pred . No. 7.1e-147; 

Matches 35 0; Conservative 5; Mismatches 5; Indels 0; Gaps 0; 



Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 6 0 

IMMIIIMIIII IIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIMIIIIIIMII 

Db 1 MLSTSRSRFIRNTNGSGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 6 0 

Qy 61 MLVVLI LI NCKKiKCLTDI YLLNLiAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 IIIIIIIIIMMIIIIIIIMIIIIIIMIIMIIIIIIMIII 

Db 61 MLWLI LINCKKLKSLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGI FFI I LLTI DRYIAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTK 180 

II II lllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 121 HIGYLGGI FFI I LLTIDRYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI IFTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGILKTLLRCRNEKKRHR 240 

IhllllhllllllllllllllllllllllllMIIIIIIIIIIIIMIIIIIIIIIII 
Db 181 CQEEDSVYICGPYFPRGWNNFHTIMRNI LGLVLPLLIMVI CYSGILKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTI MI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

llhlMIIMIIIIIIIIMIIIIIIIIIMIIIIIIII M II I 'I' 

Db 241 AVRLI FTI MI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTRQLDQATQVTETLGMTHCCI 3 00 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

MMMMIMM MMMM I I I i n MM I M I M M 

Db 3 01 NP I I YAFVGEKFRRYLSMFFRKY I TKRFCKQCPVFYRETVDGVTSTNTPSTAEQEVSAGL 3 60 



RESULT 8 

US-09-534-185-51 

; Sequence 51, Application US/09534185 
; Patent No. 6403767 

GENERAL INFORMATION: 

APPLICANT: Graham, Gerard J. et al. 

TITLE OF INVENTION: No. 6403767el Molecules of the G Protein-Coupled 
; Heptahelical Receptor Superf amily and Uses 

; Therefor 
NUMBER OF SEQUENCES: 5 6 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: LAHIVE & COCKFIELD , LLP 

STREET: 28 State Street 

CITY: Boston 

STATE : Massachusetts 

COUNTRY: USA 

ZIP: 02109 
COMPUTER READABLE FORM: 
; MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 09/534 , 185 

FILING DATE: 24-Mar-2000 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 09/045,583 

FILING DATE: <Unknown> 
ATTORNEY/AGENT INFORMATION: 

NAME: Mandragouras , Amy E. 



REGISTRATION NUMBER: 36,2 07 
REFERENCE /DOCKET NUMBER: MNI-044 

TELECOMMUNICATION INFORMATION : 
TELEPHONE : (617) 227-74 00 
TELEFAX: (617) 742-4214 
INFORMATION FOR SEQ ID NO: 51: 

SEQUENCE CHARACTERISTICS: 

LENGTH: 360 amino acids 
TYPE: amino acid 



TOPOLOGY 
MOLECULE TYPE 
FRAGMENT TYPE 



1 inear 

peptide 

internal 



SEQUENCE DESCRIPTION: SEQ ID NO: 51: 
US-09-534-185-51 

Query Match 97.3%; Score 1849; DB 4; Length 360; 

Best Local Similarity 97.2%; Pred . No. 7.1e-147; 

Matches 350; Conservative 5; Mismatches 5; Indels 0; Gaps 0; 

Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

Mil! ! I I I ! I : II :ll I III III 

Db 1 MLSTSRSRFIRNTNGSGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

Qy 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

llllllllllllll IIIIIIIMIIIIIIIIIIIIIIMIIIIIIMIIIIIIIIIIII 
Db 61 MLWLI LI NCKKLKSLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGI FFI I LLTI DRYLAI VHAVFALKARTVTFGVVTSVI TWLVAVFASVPGI I FTK 180 

1 1 1 1 MMMMMMMMMMMMMMMMMMMMMMMMMMMI 

Db 121 HIGYLGGIFFIILLTIDRYLAI VHAVFALKARTVTFGVVTSVI TWLVAVFASVPGI I FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTI MRNI LGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHR 240 

: - iii -i mi i in I I I M II II' I, III III 

Db 181 CQEEDSWICGPYFPRGWNNFHTI MRNI LGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTI MI VYFLFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

MIMMMMMMMMMMMMMMMMMMI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M I 

Db 241 AVRLIFTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTRQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

IIIIMIIMIIIIIIhlllhlllllllMIIIIIIIIIIIIIIIIIII MINIM 

Db 301 NPI I YAFVGEKFRRYLSMFFRKYITKRFCKQCPVFYRETVDGVTSTNTPSTAEQEVSAGL 360 



RESULT 9 
US-08-461-244-3 

Sequence 3, Application US/08461244 
Patent No. 5776729 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



Daniel R. 



Soppet 
Yi, Li 
Ruben , 
Rosen, 

TITLE OF INVENTION 
NUMBER OF SEQUENCES: 7 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: CARELLA, BYRNE , BAIN, GILFILLAN, CECCHI 



Steven M. 
Craig A. 

HUMAN G- PROTEIN RECEPTOR HGBER32 



ADDRESSEE: STUART & OLSTEIN 
STREET: 6 Becker Farm Road 
CITY: Roseland 
STATE: New Jersey 
COUNTRY : USA 
ZIP: 07068 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS - DOS 
SOFTWARE: Patent In Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/461,244 
FILING DATE: 05-JUN-1995 
CLASSIFICATION: 536 
ATTORNEY /AGENT INFORMATION: 
NAME: Ferraro, Gregory D . 
REGISTRATION NUMBER : 36,134 
REFERENCE/DOCKET NUMBER : 32 58 00-44 5 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: 201-9 94-17 00 
TELEFAX: 201-994-1744 
INFORMATION FOR SEQ ID NO: 3: 
SEQUENCE CHARACTER I ST I CS : 
LENGTH: 347 amino acids 
TYPE: amino acid 
STRANDEDNESS : 
TOPOLOGY: linear 
MOLECULE TYPE: protein 
US-08-461-244-3 

Query Match 96.7%; Score 1838; DB 1; Length 347; 

Best Local Similarity 100.0%; Pred . No. 5.6e-146; 

Matches 347; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 14 NESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILINCKKL 73 

IIIIIIMIIIIIIIIIIIIIIIIIIIIIMIIMMIIIIIIIIIMIIIIIIIIIIM 

Db 1 NESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILINCKKL 6 0 

Qy 74 KCLTDI YLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI IL 133 

IIIIMIIMIMIIIIIIMIIIIIIMMIIIIIIIIIIMIIIIIIIIIMIIIIII 

Db 61 KCLTDI YLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI IL 120 

Qy 134 LTI DRYIAI VHAVFALKARTVTFGVVTS VI TWLVAVFASVPGI I FTKCQKEDSVYVCGPY 193 

IIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIMMIIIIIIIIIIIIIIMII 

Db 121 LTI DRYLAI VHAVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTKCQKEDSVYVCGPY 180 

Qy 194 FPRGWNNFHTIMRNI LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHRAVRVI FTI MI VYF 253 

IIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIII 
Db 181 FPRGWNNFHTIMRNI LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHRAVRVI FTI MI VYF 240 

Qy 254 LFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFR 313 

IIIIIIIIIIIIIIIIIIIIIIMIIIIIIIMMIIIIIIIIIIIIMIMIIIMIII 

Db 241 LFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINP 1 1 YAFVGEKFR 3 00 

Qy 314 RYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

MIIIIIIIIIIIIIIIIMIIIIIIIMIIIMIIIIIIMIIIII 



Db 



3 01 RYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 34 7 



RESULT 10 
US-08-450-393A-2 

; Sequence 2, Application US/08450393A 

; Patent No. 5707815 

; GENERAL INFORMATION: 

APPLICANT: Charo, Israel 

APPLICANT: Coughlm, Shaun 

TITLE OF INVENTION: MAMMALIAN MONOCYTE CHEMOATTRACTANT 
TITLE OF INVENTION: PROTEIN RECEPTORS 
NUMBER OF SEQUENCES: 14 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Cooley Godward Castro Huddleson & Tatum 

STREET: 5 Palo Alto Square 

CITY: Palo Alto 

STATE: California 

COUNTRY : USA 

ZIP: 94306-2155 
COMPUTER READABLE FORM : 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC- DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/4 50 , 3 93A 

FILING DATE: May 25, 1995 

CLASSIFICATION: 424 
ATTORNEY/AGENT INFORMATION: 
; NAME: Cserr, Luann 

REGISTRATION NUMBER : 31,822 

REFERENCE/DOCKET NUMBER: UCAL-2 3 7 / 02US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 415-843-5165 

TELEFAX: 415-8857-0663 

TELEX: 3 8 08 1 6CooleyPA 
INFORMATION FOR SEQ ID NO: 2: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 374 amino acids 

TYPE: amino acid 

TOPOLOGY: linear 
MOLECULE TYPE: protein 
US-08-450-393A-2 

Query Match 86.9%; Score 1651.5; DB 1; Length 374; 

Best Local Similarity 95.5%; Pred. No. 2.2e-130; 

Matches 319; Conservative 3; Mismatches 5; Indels 7; Gaps 3; 
Qy 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 6 0 



Db 




QY 



61 MLVVLI LINCKKLKCLTDI YLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 



Db 




Qy 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

IMIIIIMIIIIIMIIIIIIIIIIMIIIIIIIIMMMIIIIIIIIMMIMIII 

Db 121 H I GYFGGIFF 1 1 LLTI DRYLAI VHAVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNI LGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

Ml MIIMM M ' I I I :|i I I II II : M : I I I M 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNI LGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 24 0 

Qy 241 AVRVIFTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

MMIIIIIIIIIIMMMIIIIMMMIMMIIIIIIMIIIMMIIIIIMIII 

Db 241 AVRVIFTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPV 334 

MM M M hi II h 

Db 301 NPI I YAFVGEKFR SLF- - -HIALG-CRIAPL 327 



RESULT 11 
US-08-446-669-2 

; Sequence 2, Application US/08446669 

; Patent No. 6132987 

; GENERAL INFORMATION: 

APPLICANT: Charo, Israel 

APPLICANT: Coughlin, Shaun 

TITLE OF INVENTION: MAMMALIAN MONOCYTE CHEMOATTRACTANT 
TITLE OF INVENTION: PROTEIN RECEPTORS 
NUMBER OF SEQUENCES: 14 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Cooley Godward Castro Huddleson & Tatum 

STREET: 5 Palo Alto Square 

CITY: Palo Alto 

STATE: California 

COUNTRY : USA 

ZIP: 94306-2155 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patent In Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 08/44 6 ,66 9 

FILING DATE: May 25, 1995 

CLASSIFICATION: 435 
ATTORNEY /AGENT INFORMATION: 

NAME: Neeley, Richard 

REGISTRATION NUMBER: 30,092 

REFERENCE/DOCKET NUMBER: UCAL-237/01US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 415-843-5000 

TELEFAX: 415-857-0663 

TELEX: 3808 16CooleyPA 
INFORMATION FOR SEQ ID NO: 2: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 374 amino acids 

TYPE: amino acid 

TOPOLOGY: linear 
MOLECULE TYPE: protein 



US-08-446-669-2 



Query Match 86.9%; Score 1651.5; DB 3; Length 374; 

Best Local Similarity 95.5%; Pred. No. 2.2e-130; 

Matches 319; Conservative 3; Mismatches 5; Indels 7; Gaps 3; 



Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

IIIMMIIIIIMIMIIIIIIMMIIMIIIIIIIIIIIMIMIIMIIIIIIMI 

Db 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLWLI LINCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

IIIIIIIIIIIIIIIIIMMIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIII 
Db 61 MLWLI LINCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGI FFI I LLTIDRYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI IFTK 180 

Db 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

Qy 181 CQKEDS VY VCGP YF PRGWNNFHTI MRN I LGLVLPLLI MVI CYSG I LKTLLRCRNEKKRHR 240 

1 1 1 1 : 1 < I ! 1 1 1 1 1 1 1 . 1 . 1 1 1 1 1 I , : I ; I 1 , 1 1 . 1 I l : . > , I 1 1 1 1 1 1 1 ! 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGI LKTLLRCRNEKKRHR 240 

Qy 241 AVRVIFTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IMMIIMMIIIIIIIIIIIIIIIIMIIIIIIIMIIIIIIIMMIIIIIIIIIII 

Db 241 AVRVIFTI MI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 3 00 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPV 334 

IIIIMIIIIIM hi II h 

Db 301 NPI I YAFVGEKFR SLF HIALG-CRIAPL 327 



RESULT 12 
PCT-US95-00476-2 

; Sequence 2, Application PC/TUS95 00476 
; GENERAL INFORMATION: 

APPLICANT: The Regents of the University of California 
TITLE OF INVENTION: MAMMALIAN MONOCYTE CHEMOATTRACTANT 
TITLE OF INVENTION: PROTEIN RECEPTORS 
NUMBER OF SEQUENCES : 14 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Robbins , Berliner & Carson 

STREET: 201 N. Figueroa Street, 5th Floor 

CITY: Los Angeles 

STATE: California 

COUNTRY : USA 

ZIP: 90012-2628 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: PCT/US95/ 00476 

FILING DATE: 

CLASSIFICATION: 
ATTORNEY/AGENT INFORMATION: 
; NAME: Berliner, Robert 



REGISTRATION NUMBER: 20,121 
REFERENCE / DOCKET NUMBER: 5555-2 91 
TELECOMMUNICATION INFORMATION: 
TELEPHONE : 310-977-1001 
TELEFAX: 310-977-1003 
TELEX : 

INFORMATION FOR SEQ ID NO: 2: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 374 ammo acids 
TYPE: amino acid 
TOPOLOGY: linear 
MOLECULE TYPE: protein 
PCT-US95-00476-2 

Query Match 86.9%; Score 1651.5; DB 5; Length 374; 

Best Local Similarity 95.5%; Pred. No. 2.2e-130; 

Matches 319; Conservative 3; Mismatches 5; Indels 7; Gaps 3; 
Qy 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

IIIMIIIIIIIIMIIIIIMIIIIIIIIIIIIMIIIIIIIIIIIMIIIMIIIIII 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

Qy 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

MM I MM I ;M M I II I II ■ I MM M II 

Db 61 ML WL I L I NCKKLKCLTD I YLLNLA I SDLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

MM : IMMM Mi I II I MM Ml I IMMM II 

Db 121 HIGYFGGI FFI ILLTIDRYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI IFTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

Ml I MIMIMI MM I II MMM Ml I IMMM M 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTIMIVYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIMIIIIIIIIIM 

Db 241 AVRVI FTIMIVYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPV 334 

Mill II I Mill Ml II M M 

Db 301 NPI I YAFVGEKFR SLF HIALG-CRIAPL 327 



RESULT 13 
US-08-466-343D-9 

; Sequence 9, Application US/08466343D 
; Patent No. 6025154 
; GENERAL INFORMATION: 
APPLICANT: LI, Yi 

TITLE OF INVENTION: POLYNUCLEOTIDES ENCODING HUMAN G- PROTEIN 
TITLE OF INVENTION: CHEMOKINE RECEPTOR HDGNR10 (AS AMENDED) 
NUMBER OF SEQUENCES: 9 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: STERNE, KESSLER , GOLDSTEIN & FOX P.L.L.C. 

STREET: 1100 NEW YORK AVE., NW, SUITE 600 

CITY: WASHINGTON 

STATE : DC 



COUNTRY : USA 
ZIP: 20005 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS-DOS 
SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/466 , 343D 
FILING DATE: 06-JUN-1995 
CLASSIFICATION: 435 
ATTORNEY/AGENT INFORMATION: 
NAME: STEFFE, ERIC K. 
REGISTRATION NUMBER: 36,688 

REFERENCE/DOCKET NUMBER: 1488 . 1 15000 0/EKS/KLM 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (202) 371-2600 
TELEFAX: (202) 371-2540 
INFORMATION FOR SEQ ID NO: 9: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 344 amino acids 
TYPE: amino acid 
STRANDEDNESS : s ingl e 
TOPOLOGY: linear 
MOLECULE TYPE: protein 
US-08-466-343D-9 

Query Match 82.6%; Score 1568.5; DB 3; Length 344 ; 

Best Local Similarity 95.3%; Pred. No. 1.7e-123; 

Matches 302; Conservative 3; Mismatches 5; Indels 7; Gaps 3; 
Qy 18 EEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLILINCKKLKCLT 77 

IIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIMIIIIIIIIIIIIIIIIIIIIIIIMI 

Db 1 EEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLILINCKKLKCLT 60 

Qy 78 D I YLLNLAI SDLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLYH I GYFGG I FF I I LLTI D 137 

IIIMIIIMIMIIIMIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIIIII 

Db 61 DI YLLNLAI SDLLFLITLPLWAHSAANEWVFGNAMCKXjFTGLYHIGYFGGI FFI I LLTI D 120 

Qy 138 RYLAIVHAVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFPRG 197 

I II I' l ! I M I I 1 J I :,M II Ml ill; I 

Db 121 RYLAI VHAVFALKARTVTFGWTSVITWLVAVFASVPGI I FTKCQKEDSVYVCGPYFPRG 180 

Qy 198 WNNFHT I MRN I LGLVLPLL I MVI CYSG I LKTLLRCRN EKKRHRAVR VI FT I M I VYFLFWT 257 

IIIIIIIIMIIIMIIIIIIIIIIMMIIMIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 181 WNNFHTI MRN I LGLVLPLLI MVI CYSG I LKTLLRCRN EKKRHRAVR VI FT I M I VYFLFWT 240 

Qy 258 PYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

' I I ! I i 1 1 1 : I . I 1 1 1 ! 1 1 1 ' ' : : 1 1 : I 

Db 241 PYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFR S 297 

Qy 318 VFFRKHITKRFCKQCPV 334 
Db 298 LF HIALG-CRIAPL 310 



RESULT 14 



US-09-502-783A-9 

; Sequence 9, Application US/09502783A 

; Patent No. 6511826 

; GENERAL INFORMATION: 

; APPLICANT: Li, Yl 

; APPLICANT: Ruben, Steven M . 

TITLE OF INVENTION: Polynucleotides Encoding Human G-Protein Chemokine 
Receptor (CCR5) 

; TITLE OF INVENTION: HDGNR10 
FILE REFERENCE: 1488.1150006 
; CURRENT APPLICATION NUMBER: US/ 0 9/ 5 02 , 7 83A 
; CURRENT FILING DATE: 2001-08-23 
; PRIOR APPLICATION NUMBER: 08/466,343 
; PRIOR FILING DATE: 1995-06-06 
; NUMBER OF SEQ ID NOS : 9 

SOFTWARE: Patentln version 3.0 
; SEQ ID NO 9 

LENGTH: 32 9 

TYPE : PRT 

ORGANISM: Protein 
US-09-502-783A-9 

Query Match 77.5%; Score 1473; DB 4; Length 329; 

Best Local Similarity 90.5%; Pred . No. 1.5e-115; 

Matches 287; Conservative 3; Mismatches 5; Indels 22; Gaps 4; 



Qy 18 EEVTTFFDYDYGAPCHKFDVKQI GAQLLPPLYSLVFI FGFVGNMLWLI LI NCKKLKCLT 77 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIII 

Db 1 EEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LI NCKKLKCLT 60 

Qy 78 DI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYH I GYFGGI FFI I LLTI D 137 

IIIIMMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIM 

Db 61 D I YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYH I 105 

Qy 138 RYLAI VHAVFALKARTVTFGWTSVITWLVAVFASVPGI I FTKCQKEDSVYVCGPYFPRG 197 

ii mm ii,r m ill mm: i im:m i i n 'i m 

Db 106 RYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGI I FTKCQKEDSVYVCGPYFPRG 165 

Qy 198 WNNFHTI MRNI LGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWT 257 

IM MM I I M I MM! iM I MM I IMMIMM 

Db 166 WNNFHTIMRNILGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWT 225 

Qy 258 PYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

IIIIMIIIIIIIIIIIIMMIIMMIIIIIIIIIIIMIMMIIIIIIIIII I 

Db 226 PYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFR S 282 

Qy 318 VFFRKH I TKRFCKQCPV 334 

= 1 II h h 

Db 283 LF HIALG-CRIAPL 295 



RESULT 15 
US-08-724-984A-2 

; Sequence 2, Application US/08724984A 

; Patent No. 6388055 

; GENERAL INFORMATION: 

; APPLICANT: Derk Bergsma , Mary Brawner, and Usman Shabon 



TITLE OF INVENTION: No. 6388055el Mouse Genomic Clone of the CC- 
TITLE OF INVENTION: CKR5 Receptor 
NUMBER OF SEQUENCES: 5 
CORRESPONDENCE ADDRESS : 

ADDRESSEE : SmithKline Beecham Corporation 

STREET: 709 Swedeland Road, P.O. Box 1539 

CITY: King of Prussia 

STATE : PA 

COUNTRY : USA 

ZIP: 19406-0939 
COMPUTER READABLE FORM: 

MEDIUM TYPE: DISKETTE, 3.5 INCH, 1.44 Mb STORAGE 

COMPUTER: IBM 486 

OPERATING SYSTEM: WINDOWS FOR WORKGROUPS 

SOFTWARE: MICROSOFT WORD 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 0 8 /724 , 984A 

FILING DATE: October 3, 1996 

CLASSIFICATION: 800 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 

FILING DATE: 
ATTORNEY/AGENT INFORMATION: 

NAME: William T. Han 

REGISTRATION NUMBER: 34,344 

REFERENCE/DOCKET NUMBER: ATG50023 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 610 2 70 5 024 

TELEFAX: 610 270 5090 
; INFORMATION FOR SEQ ID NO: 2: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 354 

TYPE: Amino Acid 

TOPOLOGY: Linear 
US-08-724-984A-2 



Query Match 72.9%; Score 1386; DB 4; Length 354; 

Best Local Similarity 74.0%; Pred. No. 3e-108; 

Matches 259; Conservative 33; Mismatches 52; Indels 6; Gaps 2; 

Qy 17 GEEVTTFFDYDYG- -APCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILINCKKLK 74 

I I H III III I HIM IIIIIIIIIMIIIII I Mill 

Db 5 GSVPTYI YDIDYGMSAPCQKINVKQIAAQLLPPLYSLVFIFGFAGNMMVFLILI SCKKLK 64 



Qy 75 CLTDI YLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI ILL 134 

IIU lllh I III Mllhlll llhllhlllllllllllllM 

Db 65 S VTD I YLLNLA I SDLLFLLTLP FWAH YAANEW I FGN I MCKVFTG VYH I G YFGG I FF 1 1 LL 124 



Qy 135 TI DRYLAI VHAVFALKARTVTFGVVTSVI TWLVAVFASVPGI I FTKCQKEDSVYVCGPYF 194 

IMIIIIIMIIMM II llhllhlhlllllhl lllh III I I hi 

Db 125 TIDRYIAI VHAVFALKVTTWFGVITSVVTWVVAVFASLPEI I FTRSQKEGFHYTCSPHF 184 



Qy 195 PRG WNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHRAVRVI FTIMI 250 

I I : I h I I hlllhhIIIIIM II llllllllllllhll III 

Db 185 PHTQYHFWKSFQTLKMVILSLILPLLVMI I CYSGI LHTLFRCRNEKKRHRAVRLI FAIMI 244 



Qy 



2 51 VYFLFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCC I NP 1 1 YAFVGE 310 



Illllllllllhll Ml U : I I I lllllllllhlhllMIM 

Db 24 5 VYFLFWTPYNI VLLLTTFQEFFGLNNCSSSNRLDQAMQATETLGMTHCCLNPVI YAFVGE 3 04 

Qy 311 KFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

III III Mllhl U I hi I I I I I III II 

Db 305 KFRSYLSVFFRKHI VKRFCKRCSI FQQDNPDRVSSVYTRSTGEHEVSTGL 354 



Search completed: November 25, 2003, 23:21:40 
Job time : 22 sees 



GenCore version 5.1.6 
Copyright (c) 1993 - 2003 Compugen Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title : 

Perfect score: 
Sequence : 

Scoring table: 



Searched : 



November 25, 2003, 23:03:19 ; Search time 44 Seconds 

(without alignments) 
1298.672 Million cell updates/sec 

US-09-625-573-4 
1900 

1 MLSTSRSRFIRNTNESGEEV DGVTSTNTPSTGEQEVSAGL 360 

BL0SUM62 

Gapop 10.0 , Gapext 0.5 

1107863 seqs, 158726573 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



1107863 



Database 



A_Geneseq_l 9 Jun03 

1: /SIDSl/gcgdata 

2: /SIDSl/gcgdata 

3: /SIDSl/gcgdata 

4: /SIDSl/gcgdata 

5: /SIDSl/gcgdata 

6: /SIDSl/gcgdata 

7: /SIDSl/gcgdata 

8: /SIDSl/gcgdata 

9: /SIDSl/gcgdata 

10: /SIDSl/gcgdat 

11: /SIDSl/gcgdat 

12: /SIDSl/gcgdat 

13: /SIDSl/gcgdat 

14: /SIDSl/gcgdat 

15: /SIDSl/gcgdat 

16: /SIDSl/gcgdat 

17: /SIDSl/gcgdat 

18: /SIDSl/gcgdat 

19: /SIDSl/gcgdat 

20: /SIDSl/gcgdat 

21: /SIDSl/gcgdat 

22: /SIDSl/gcgdat 

23: /SIDSl/gcgdat 

24: /SIDSl/gcgdat 



/geneseq/geneseqp-embl/AA198 0 . DAT 
/geneseq/geneseqp-embl/AA1981 . DAT 
/geneseq/geneseqp-embl/AA1982 .DAT 
/geneseq/geneseqp-embl/AA1983 . DAT 
/geneseq/geneseqp-embl/AA1984 .DAT 
/geneseq/geneseqp-embl/AA1985 . DAT 
/geneseq/geneseqp-embl/AA1986 . DAT 
/geneseq/geneseqp-embl /AA1987 . DAT 
/geneseq/geneseqp-embl/AA1988 .DAT 
a/geneseq/geneseqp-embl/AA198 9 . DAT 
a/geneseq/geneseqp-embl/AA1990 . DAT 
a/geneseq/geneseqp-embl/AA1991 . DAT 
a/geneseq/geneseqp-embl/AA1992 . DAT 
a/geneseq/geneseqp-embl/AA1993 . DAT 
a/geneseq/geneseqp-embl/AA1994 . DAT 
a/geneseq/geneseqp-embl/AA1995 . DAT 
a/geneseq/geneseqp-embl/AA1996 . DAT 
a/geneseq/geneseqp-embl/AA1997 . DAT 
a/geneseq/geneseqp-embl/AA1998 . DAT 
a/geneseq/geneseqp-embl/AA1999 . DAT 
a/geneseq/geneseqp-embl/AA2000 . DAT 
a/geneseq/geneseqp-embl/AA2 001 . DAT 
a/geneseq/geneseqp-embl /AA2002 . DAT 
a/geneseq/geneseqp-embl/AA2003 . DAT 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 



and is derived by analysis of the total score distribution. 

SUMMARIES 

o. 

Result Query 



No . 


Score 


Match 


Length 


DB 


ID 


Description 


1 


190 0 


100. 


, 0 


360 


16 


AAR7 9 166 


Human monocyte che 


2 


1900 


100 . 


. 0 


360 


18 


AAW3 58 33 


Human monocyte che 


3 


1900 


100. 


. 0 


360 


22 


TV TV /~1 O f\ 1 /*\ O 

AAG8 01 08 


Human CCR2b protei 


4 


1900 


100. 


, 0 


360 


22 


tv t\ r t A n /~ i a 

AAU076 14 


Human wild-type CC 


5 


1900 


100 . 


, 0 


360 


O A 

24 


ti n n n n n r 

ABP97 72 5 


Amino acid sequenc 


6 


1900 


100 . 


, 0 


360 


24 


ABP8 1987 


Human C-C chemokin 


7 


18 99 


99, 


, 9 


360 


22 


AAU07613 


Human CCR2 - 6 4 1 po 1 


8 


18 94 


99. 


. 7 


360 


22 


ABB5634 0 


Non- endogenous hum 


9 


1651 . 5 


86. 


. 9 


374 


16 


AAR79165 


Human monocyte che 


10 


1651.5 


86, 


, 9 


374 


22 


Tv ti /-i OAT ("i 1 

AAG80107 


Human CCR2a protei 


11 


1568 . 5 


82 . 


. 6 


344 


23 


ABG92881 


Class I receptors 


12 


1473 


77 . 


. 5 


32 9 


22 


AAB4 68 5 9 


Human MCP-1 recept 


13 


1473 


77 . 


. 5 


32 9 


23 


ABB8 105 5 


Human MCP-1 recept 


T A 
14 


13 8 6 


72 , 


. 9 


354 


i y 


a a til c >i n n 

AAW54 037 


Mouse LL-CKR5 prot 


15 


1371 


72 , 


.2 


352 


zz 


AAG7 9 08 9 


Amino acid sequenc 


lb 


1 "> f A 

13 64 


71 . 


. 8 


3 52 


lo 


AAW 2 /4 U / 


Human (_LR5 . Homo 


17 


1364 


71 , 


,8 


352 


18 


AAW2 7123 


Human chemokine re 


18 


1364 


71 . 


.8 


352 


18 


AAW27 125 


Macaque chemokine 


19 


1364 


71 . 


. 8 


352 


19 


AAW23 8 35 


Human CC chemokine 


2 0 


1 "> f A 

13 64 


71 , 


. 8 


"5 C O 

3 52 


Z U 


AAW o o 2 3 2 


HIV-1 co-receptor 


2 1 


1364 


71 


.8 


352 


22 


AAG8 0111 


Human CCR5 protein 


22 


1364 


71. 


.8 


352 


22 


AAB82 948 


Human HIV-1 co-rec 


23 


1364 


71 , 


. 8 


352 


22 


tv tv r^i n 1 ^ r ^ 

AAB83354 


Human CCR5 protein 


24 


1364 


71 , 


. 8 


352 


22 


tv Tv n r\ /i 

AAE04 32 1 


Human chemokine re 


25 


13 64 


71 , 


. 8 


"J cz o 

352 


23 


ABBUo 34 3 


Human chemokine (C 


26 


1364 


71 


.8 


3 52 


23 


AAM52 828 


Human CC chemokine 


27 


1364 


71 


.8 


352 


24 


ABP97728 


Amino acid sequenc 


28 


1364 


71. 


. 8 


352 


24 


ABP8 1933 


Human C-C chemokin 


2 9 


1364 


71 . 


. 8 


43 9 


20 


AAY4 128 0 


Fusion protein con 


3 0 


1359.5 


71 


.6 


371 


19 


AAW 2 3 8 34 


Human CC chemokine 


3 1 


13 58 


71 


. 5 


352 


22 


ABB563 42 


Non -endogenous hum 




1 J DO 


71 


.5 


6 oZ 


Z j 


AAMCOQOQ 

AAMbz oz y 


Human llkd dd 


33 


1356 


71 


.4 


352 


22 


AAE07039 


Human G-protein ch 


34 


1356 


71 , 


. 4 


352 


22 


AAE07048 


Human G-protein ch 


35 


1356 


71 . 


. 4 


352 


22 


AAB46858 


Human HDGNR10 prot 


36 


1356 


71 


.4 


352 


23 


AAE25811 


Human G-protein ch 


37 


1356 


71 


. 4 


352 


23 


ABG7 0 5 97 


Human G-protem ch 


38 


1356 


71 


.4 


352 


23 


ABG92883 


Human immunoglobul 


39 


1356 


71 


.4 


352 


23 


ABB81054 


G-protein chemokin 


40 


1356 


71 . 


.4 


352 


23 


AAU97152 


Human G-protein ch 


41 


1356 


71 , 


. 4 


352 


24 


ABG7 5 54 0 


Human G-protein ch 


42 


1355 


71 , 


. 3 


352 


18 


AAW07602 


Human G-protein ch 


43 


1355 


71 . 


.3 


352 


21 


AAY80128 


Human G-protein ch 


44 


1355 


71 


.3 


352 


22 


AAE07037 


Human G-protein ch 


45 


1355 


71 


.3 


352 


22 


AAE07046 


Human G-protein ch 



ALIGNMENTS 



RESULT 1 
AAR79166 

ID AAR79166 standard; Protein; 360 AA. 
XX 

AC AAR79166; 
XX 

DT 25-MAR-2003 (updated) 

DT 29-DEC-1995 (first entry) 

XX 

DE Human monocyte chemoat tractant protein-1 receptor MCP-1RB. 
XX 

KW Monocyte chemoattractant protein-1 receptor; MCR-1R; chemokine. 
XX 

OS Homo sapiens. 
XX 

FH Key Location/Qualifiers 

FT Domain 4 9 . .70 

FT /label = transmembrane 

FT Domain 80 . .700 

FT /label = transmembrane 

FT Domain 115 . . 136 

FT /label = transmembrane 

FT Domain 154 . . 178 

FT /label = transmembrane 

FT Domain 204 . .231 

FT /label = transmembrane 

FT Domain 244 . .268 

FT /label = transmembrane 

FT Domain 295. .313 

FT /label= transmembrane 

FT Region 314 . .360 

FT /label= carboxyl tail 

FT Domain 1 . . 48 

FT /label= extracellular 

XX 

PN W09519436-A1 . 
XX 

PD 20-JUL-1995. 
XX 

PF ll-JAN-1995; 95WO-US00476 . 
XX 

PR 13-JAN-1994; 94US- 01 82 962 . 
XX 

PA (REGC ) UNIV CALIFORNIA. 
XX 

PI Charo I, Coughlin S; 
XX 

DR WPI; 1995-263866/34. 
DR N-PSDB; AAQ96298. 
XX 

PT DNA encoding monocyte chemo-a ttractant protein-1 receptor - used partic. 
PT for identifying antagonists and for treating diseases characterised by 
PT monocytic infiltrates 
XX 

PS Claim 2; Fig 2; 84pp; English. 
XX 

CC To identify and clone new members of the chemokine receptor gene 



CC family, degenerate oligo primers were designed corresp . to the 

CC conserved sequences R79167 in the second and R79168 in the third 

CC transmembrane domains of the MI P- lalpha/RANTES receptor, the IL-8 

CC receptors and the HUMSTRS orphan receptor (GenBank Accession #M99293. 

CC The degenerate oligo incorporating EcoRI and Xhol sites at their 5' 

CC ends are Q96299 and Q96300. Amplification of cDNA derived from MM 6 

CC cells with the primers yieled a number of PCR products. One cDNA 

CC appeared to encode a novel protein. To obtain a full-length version 

CC of this clone, a MM 6 cDNA library was constructed in pFROG and probed 

CC with the PCR product. A 2 . 1 kb cDNA clone was obtd. Analysis of 

CC additional clones in the MM6 cDNA library revealed a second 

CC sequence that was identical to the 2.1 kb cDNA sequence first obtd. 

CC from the 5' UTR through the putative seventh transmembrane domain 

CC but contained a different cytoplasmic tail. The second sequence 

CC appears to represent alternative splicing of the carboxyl -terminal 

CC tail of the MCP-1R protein. The two sequences are denoted MCP-1RA 

CC and MCP-1RB (see Q96297/R79165 & Q96298/R79166 ) . Active mature 

CC MCP-1RA has a predicted mol . wt . of about 42,000 daltons. MCP-1RB 

CC has a mol. wt . of about 41,000 daltons. 

CC (Updated on 25-MAR-2003 to correct PN field.) 

XX 

SQ Sequence 360 AA; 

Query Match 100.0%; Score 1900; DB 16; Length 360; 

Best Local Similarity 100.0%; Pred . No. 3.2e-211; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

IIIIIIMIIIIIIIMIIIIIIIIIIIIIIIMIIMIIIIIIIIIIIIIIIIIIIMI 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

Qy 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIII 
Db 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

IIIIIIIMIIMIIIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIIMIIIIIIIII 

Db 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGI LKTLLRCRNEKKRHR 240 

IIIIIIIIIIIIIIIMMIIIIIIIIIIIIIIMIIMIIIIIIIIIIIIIMIIIIII 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSG I LKTLLRCRNEKKRHR 240 

Qy 241 AVRVIFTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

MMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIII 

Db 241 AVRVIFTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

I I I I I ! I I I I I I I I - I I ! i I I ' I . ! I i , : I I ' I I I ' I I I ' I I I 

Db 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 2 
AAW35833 

ID AAW35833 standard; Protein; 360 AA. 
XX 

AC AAW35833; 



XX 

DT 27-FEB-1998 (first entry) 
XX 

DE Human monocyte chemoattractant protein 1 receptor. 
XX 

KW Human; MCP-1; monocyte chemoattractant protein; receptor; tumour; 

KW inflammatory disease; viral; allergy; diabetes. 

XX 

OS Homo sapiens. 
XX 

PN JP09238688-A. 
XX 

PD 16-SEP-1997. 
XX 

PF ll-MAR-1996; 96JP- 0053574 . 
XX 

PR ll-MAR-1996; 96 JP - 0 053 574 . 
XX 

PA (TAKE ) TAKE DA CHEM IND LTD. 
XX 

DR WPI; 1997-506557/47. 
DR N-PSDB; AAT96976. 
XX 

PT DNA encoding human monocyte chemoattractant protein 1 receptor - 

PT used to treat tumours and inflammatory, viral, infectious, allergic, 

PT diabetic and central nervous system diseases 

XX 

PS Disclosure; Page 12-14; 15pp; Japanese. 
XX 

CC The present sequence represents human monocyte chemoattractant protein 1 
CC (MCP-1) receptor protein. The MCP-1 receptor protein and encoding DNA 
CC are used for the prevention and treatment of tumours and inflammatory, 
CC viral, infectious, allergic, diabetic and central nervous system 
CC diseases. 
XX 

SQ Sequence 360 AA; 



Query Match 100.0%; Score 1900; DB 18; Length 360; 

Best Local Similarity 100.0%; Pred. No. 3.2e-211; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0, 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

IIIIIIIIIIIIIIIIIIIIMIIMMIIIIIIIIIIIIIMIIIIIIIIIIIIIIIII 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 

IIIIIMIIIIIIIMIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMII 

Db 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 



Qy 121 HIGYFGGIFFI ILLTI DRYLAI VHAVFALKARTVTFGWTSVITWLVAVFASVPGI I FTK 180 

IIIIIIIMIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIIIIIIIIIMIIIIMIII 

Db 121 HIGYFGGIFFI ILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 



Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGILKTLLRCRNEKKRHR 240 

MlllllllllllllllllllllllllllllllllllllllllllliMIIIMilllll 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGILKTLLRCRNEKKRHR 24 0 



Qy 241 AVRVIFTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

MIMIIIMIMIMIIIIMIIIIIIIMIIIIIMIIIIIIIMIIIIIIMIIIII 

Db 241 AVRVI FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPIIYAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

IIMIIIIIIIIIIIIIIIIMIIIIIIIIIIIMIIIIIIMIIIIIIIIIIIIIIIII 

Db 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 3 
AAG80108 

ID AAG80108 standard; Protein; 360 AA. 
XX 

AC AAG8 0108; 
XX 

DT 17-JAN-2002 (first entry) 
XX 

DE Human CCR2b protein. 
XX 

KW Chemokine; tumour diagnosis; colorectal; prostatic; organ rejection; 

KW inflammation; autoimmune disease; metastasis; bronchial asthma; lupus; 

KW chronic bowel inflammation; rheumatoid arthritis; cytostatic; 

KW antiinflammatory; antiasthmatic ; immunosuppressive; dermatological ; 

KW antirheumatic; ant iarthri tic . 

XX 

OS Homo sapiens. 
XX 

PN WO200172830-A2 . 
XX 

PD 04-OCT-2001. 
XX 

PF 02-APR-2001; 2 00 1WO-EP03 7 08 . 
XX 

PR 31-MAR-2000; 2 0 0 ODE- 1 0 1 6 0 13 . 
XX 

PA (IPFP-) IPF PHARM GMBH. 

PA (FORS/) FORSSMANN U. 
XX 

PI Forssmann W, Adermann K, Heitland A, Spodsberg N; 
XX 

DR WPI; 2001-626256/72. 
XX 

PT Diagnostic agent containing two or more receptor- speci fic ligands, 

PT useful for detecting tumors, inflammation etc., also therapeutic use of 

PT ligand inhibitors 

XX 

PS Disclosure; Page 9; 26pp; German. 
XX 

CC This invention describes a novel diagnostic agent (A) comprising at least 

CC two different ligands (I) for receptors (II) that are implicated in 

CC disease. (A) are used for the diagnosis of tumors (especially colorectal 

CC or prostatic), organ rejection, inflammation and autoimmune diseases. 

CC Also inhibitors of (I) are used therapeutically against tumors (and their 

CC metastases) , inflammation (particularly bronchial asthma or chronic bowel 

CC inflammation) , or autoimmune diseases (rheumatoid arthritis or lupus) , 

CC where the (cardio) vascular , lymphatic, respiratory, nervous, digestive, 

CC endocrine, motor or urogenital systems or skin are affected, and bone 



CC marrow diseases. The products of the invention are chemokme derivatives 

CC which have cytostatic, antiinflammatory, antiasthmatic, 

CC immunosuppressive, dermatological , antirheumatic, ant iarthrit ic . 

CC Chemokmes act on specific tumor and inflammatory cells through a 

CC constellation of chemokme receptors (CR) , which control migration and 

CC proliferation of these cells. AAG80045 -AAG80128 represent human chemokine 

CC fragments used to illustrate the method of the invent ion . 

XX 

SQ Sequence 36 0 AA; 

Query Match 100.0%; Score 1900; DB 22; Length 360 ; 

Best Local Similarity 100.0%; Pred . No. 3.2e-211; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

IIIIIIIIMIIIIIIIMIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIII 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 

MIMMIIIIMIIIIIMIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIMII 

Db 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 H I GYFGGI FF I I LLTI DRYLAI VHAVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTK 180 

IIMIIMMIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 121 HI GYFGGI FFI I LLTI DRYLAI VHAVFALKARTVT FGWTS VI TWLVAVFASVPGI I FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 24 0 

IMMIMMIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIII 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

Qy 241 AVRVIFTIMI VYFLFWTPYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIIIIIIIMIIIIIIIIII 
Db 241 AVRVIFTIMI VYFLFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 N PI I YAFVGEKFRRYLSVFFRKH I TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

IIIIIMIIIMMIIIIMIIIIIIIIIIIMIIIIIIIMIIIIIIIMIIIIIIIII 

Db 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 4 
AAU07614 

ID AAU07614 standard; Protein; 360 AA. 
XX 

AC AAU07614; 
XX 

DT 04-DEC-2001 (first entry) 
XX 

DE Human wild-type CCR2-64V polypeptide. 
XX 

KW Human; CCR2 receptor; CCR2-64I; CCR2-64V; gene therapy; atherosclerosis; 

KW single nucleotide polymorphism; hypercholesterolaemia . 

XX 

OS Homo sapiens. 
XX 

PN WO200162796-A1 . 
XX 

PD 30-AUG-2001. 



XX 

PF 22-FEB-2001; 2001WO-GB00755 . 
XX 

PR 22-FEB-2000; 2 OOOGB- 0004 1 83 . 
XX 

PA (SMIK ) SMITHKLINE BEECHAM PLC. 
XX 

PI Valdes AM , Groot PHE , Spurr NK; 
XX 

DR WPI ; 2001-550086/61. 

DR N-PSDB; AAS12140. 
XX 

PT Diagnosing atherosclerosis or susceptibility to atherosclerosis in a 

PT subject, by determining a single nucleotide polymorphism in specific 

PT codon of a polynucleotide encoding human CCR2 receptor in genome of the 

PT subject - 
XX 

PS Claim 1; Page 21; 28pp; English. 
XX 

CC The invention relates to diagnosing atherosclerosis (or susceptibility 

CC to) in a subject by determining expression or activity of the human 

CC CCR2-64I polypeptide (a polymorphic variant form of the human CCR2 

CC receptor) or the CCR2-64V polypeptide (human CCR2 receptor), by screening 

CC for a single nucleotide polymorphism in codon 64 of the polynucleotide 

CC encoding the CCR2 receptor. This results in production of CCR2-64I, 

CC whereby polymorphic variants are associated with a lower incidence of 

CC atherosclerosis. The presence or amount of CCR2-64I/V in a sample can 

CC also be analysed. The sequences of the invention can be used for 

CC predicting the response of a patient to drug treatment, for predicting 

CC the disease outcome in a patient and also for the production of a 

CC treatment for hypercholesterolaemia . The sequence represents the 

CC wild-type receptor polypeptide CCR2-64V. 

XX 

SQ Sequence 360 AA; 

Query Match 100.0%; Score 1900; DB 22; Length 360; 

Best Local Similarity 100.0%; Pred. No. 3.2e-211; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 6 0 

IIIIIIIIMMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIMIIIII 

MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 6 0 
MLWLI LINCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 

IMIIIIIIMIIIIIIIIIIIMIIIIIIIIIIIIIMIIIIIIIIIIIIIIMMIII 

MLWLI LINCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 

HIGYFGGI FF 1 1 LLTI DRYLAI VHAVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTK 180 

IIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIM 
H I GYFGG I F F 1 1 LLT I DR YLA I VHAVFALKARTvTFGVVTSVT TWLVAVFAS VPG 1 1 FTK 18 0 

CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 24 0 

IIIIIIIMIIIIIIIIIIMIIIIIIIIIIMIIMIMIIIIMIIIIIIIIIIIIII 

CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGILKTLLRCRNEKKRHR 24 0 
AVRVI FTI MI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 3 00 

IMIIIIIIIMMIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 



Qy 


i 


Db 


l 


Qy 


61 


Db 


61 


Qy 


121 


Db 


121 


Qy 


181 


Db 


181 


Qy 


241 



Db 241 AVRVIFTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 3 01 NP 1 1 YAFVGEKFRRYLSVFFRKH I TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

1 1 II II M 1 1 M I M I M II M M II 1 1 1 1 M II 1 1 M M M M II I II M 1 1 1 1 M 1 1 1 

Db 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 5 
ABP97725 

ID ABP97725 standard; Protein; 360 AA . 
XX 

AC ABP97725; 
XX 

DT 28-MAY-2003 (first entry) 
XX 

DE Amino acid sequence of human chemokine receptor CCR2 . 
XX 

KW Human; chemokine receptor; CCR2 ; viral infection; surface protein; 

KW respiratory virus infection; respiratory syncytial virus infection,- 

KW RSV infection; bronchiolitis; bronchitis; pneumonia; asthma. 
XX 

OS Homo sapiens. 
XX 

PN WO2003014153-A2 . 
XX 

PD 20-FEB-2003. 
XX 

PF 12-AUG-2002; 2002WO-CA01248 . 
XX 

PR 10-AUG-2001; 2 00 1US - 3 1 1 08 8 P . 
XX 

PA (TOPI-) TOPIGEN PHARM INC. 
XX 

PI Renzi P, Zemzoumi K, Lamkhioued B; 
XX 

DR WPI; 2003-247991/25. 

DR N-PSDB; ABZ68878. 
XX 

PT Modulating viral infection of a cell, for treating or preventing 

PT respiratory virus infections, bronchitis, pneumonia or asthma, by 

PT modulating a binding interaction between a cell chemokine-receptor and 

PT a surface protein of the virus 

XX 

PS Disclosure; Page 82-84; 120pp; English. 
XX 

CC The present sequence represents human chemokine receptor CCR2 . The 

CC specification describes a method for modulating viral infection of 

CC a cell . the method comprises modulating a binding interaction between 

CC a cell chemokine-receptor and a surface protein of the virus. The 

CC proviso is that the cell chemokine-receptor is not CX3CR1 and that the 

CC virus is not HIV. The method is useful for treating or preventing 

CC respiratory virus infection in vertebrates, more particularly 

CC respiratory syncytial virus (RSV) infections, and related diseases, 

CC e.g. bronchiolitis, bronchitis, pneumonia or asthma. 

XX 

SQ Sequence 360 AA; 



Query Match 100.0%; Score 1900; DB 24; Length 360; 

Best Local Similarity 100.0%; Pred . No. 3.2e-211; 



Matches 


360; Conservative 0; Mismatches 0; Indels 0; Gaps 


0 


Qy 


1 


MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 

MIMM 1 IN 1 1 : MM IM : MM II' IMM MM 

MLSTSRSRF I RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 


60 


Db 


1 


60 


Qy 


61 


MLWLILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 

1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 ! E 1 1 1 1 1 1 [ 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ I 

MLWL I L I NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 


120 


Db 


61 


120 


Qy 


121 


HI GYFGG I FF 1 1 LLTI DR YLAI VHAVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTK 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 E 1 1 1 1 1 1 1 [ 1 1 1 E 1 1 [ 1 1 1 1 1 1 1 

H I GYFGG I FF 1 1 LLT I DR YLA I VHAVFALKARTVTFGWTSVI TWL VAVFAS VPG 1 1 FTK 


180 


Db 


121 


180 


Qy 


181 


CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 r 1 1 e 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 

CQKEDSVYVCGPYFPRGWNNFHTIMRNI LGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 


24 0 


Db 


181 


240 


Qy 


241 


AVRVIFTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 

1 1 1 1 1 1 M 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ 1 1 1 1 1 1 E 1 1 1 1 1 1 

AVRVIFTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 


300 


Db 


241 


300 


Qy 


301 


NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 [ 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 


360 


Db 


301 


360 



RESULT 6 
ABP81987 

ID ABP81987 standard; Protein; 360 AA . 
XX 

AC ABP81987; 
XX 

DT 04-MAR-2003 (first entry) 
XX 

DE Human C-C chemokine receptor 2 protein SEQ ID NO: 460. 
XX 

KW G protein-coupled receptor; GPCR; antigenic peptide; gene therapy; 

KW G protein-coupled receptor modulator; antibody; immune -related disease; 

KW growth-related disease; cell regeneration-related disease; AIDS; cancer; 

KW immunological -related cell proliferative disease; autoimmune disease; 

KW Alzheimer's disease; atherosclerosis; infection; osteoarthritis; allergy; 

KW osteoporosis; cardiomyopathy; inflammation; Crohn's disease; diabetes; 

KW graft versus host disease; Parkinson's disease; multiple sclerosis; pain; 

KW psoriasis; anxiety; depression; schizophrenia; dementia; memory loss; 

KW mental retardation; epilepsy; asthma; tuberculosis; obesity; nausea; 

KW hypertension; hypotension; renal disorder; rheumatoid arthritis; trauma; 

KW ulcer. 

XX 

OS Homo sapiens. 
XX 

PN WO200261087-A2 . 
XX 

PD 08-AUG-2002. 
XX 



PF 19-DEC-2001; 2001WO-US50107 . 
XX 

PR 19-DEC-2000; 20 00US -257 144 P . 
XX 

PA (LIFE-) LIFESPAN BIOSCIENCES INC. 
XX 

PI Burmer GC, Roush CL, Brown JP; 
XX 

DR WPI; 2003-046718/04. 

DR N-PSDB; ABZ42835. 
XX 

PT New isolated antigenic peptides e.g., for G protein-coupled receptors 

PT (GPCR) , useful for diagnosing and designing drugs for treating 

PT conditions in which GPCRs are involved, e.g. AIDS, Alzheimer's disease, 

PT cancer or autoimmune diseases 

XX 

PS Disclosure; Fig 1; 523pp; English. 
XX 

CC The present invention describes antigenic peptides (I) comprising: 

CC (a) any one of 1601 sequences (see ABP82019 to ABP83619) of 12-24 amino 

CC acids. Also described: (1) an assay for the detection of a particular 

CC G protein-coupled receptor (GPCR) or a candidate polypeptide in a sample; 

CC and (2) an isolated antibody having high specificity and high affinity 

CC or avidity for a particular GPCR. (I) can be used as GPCR modulators and 

CC in gene therapy. The antigenic peptides for GPCRs are useful in detecting 

CC an antibody against a particular GPCR, and in the production of specific 

CC antibodies. The peptides and antibodies are also useful for detecting the 

CC presence or absence of corresponding GPCRs. The antigenic peptides for 

CC GPCRs and antibodies are useful for diagnosing and designing drugs for 

CC treating immune-related diseases, growth- related diseases, cell 

CC regeneration-related disease, immunological -related cell proliferative 

CC diseases, or autoimmune diseases, e.g. AIDS, Alzheimer's disease, 

CC atherosclerosis, bacterial, fungal, protozoan or viral infections, 

CC osteoarthritis, osteoporosis, cancer, cardiomyopathy, chronic and acute 

CC inflammation, allergies, Crohn's disease, diabetes, graft versus host 

CC disease, Parkinson's disease, multiple sclerosis, pain, psoriasis, 

CC anxiety, depression, schizophrenia, dementia, mental retardation, memory 

CC loss, epilepsy, asthma, tuberculosis, obesity, nausea, hypertension, 

CC hypotension, renal disorders, rheumatoid arthritis, trauma, ulcers, or 

CC any other disorder in which GPCRs are involved. The antibodies may be 

CC used in immunoassays and immunodiagnosis . ABZ42523 to AB242869 encode 

CC GPCR proteins given in ABP81675 to ABP82018, which are used in the 

CC exemplification of the present invention. 

XX 

SQ Sequence 3 60 AA; 

Query Match 100.0%; Score 1900; DB 24; Length 360; 
Best Local Similarity 100.0%; Pred. No. 3.2e-211; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

IIIIIIIIMIIIIIIMIMIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIMMI 

Db 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 

IIIIMIIIIIIIIIIIIIMIIIIIIIIIIMIIMIIIIIIMIIIIIIMIIIIIII 

Db 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 



Qy 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

MIIIIIMIIIIIIIIIIIIMIIIIIIIIMIIIMIIIIIIIMIIIIIIIIIMII 

Db 121 HIGYFGGI FFT I LLTIDRYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNMFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 24 0 

M 1 1 i 1 1 1 1 1 1 1 1 1 1 1 M ! 1 1 1 1 1 1 1 1 1 MIMMIIMIMIMII MMIMIIMII 

Db 181 CQKEDSVYVCG P YF PRGWNNFHTI MRN I LGLVLPLLI M VI CYSG I LKTLLRCRNEKKRHR 240 

Qy 241 AVRVIFTIMIVYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

MIIIIIIIMIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIMIIIMII 

Db 241 AVRVIFTIMIVYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPIIYAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

MIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIII 

Db 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 7 
AAU07613 

ID AAU07613 standard; Protein; 360 AA. 
XX 

AC AAU07613; 
XX 

DT 04-DEC-2001 (first entry) 
XX 

DE Human CCR2-64I polymorphic variant polypeptide. 
XX 

KW Human; CCR2 receptor; CCR2-64I; CCR2-64V; gene therapy; atherosclerosis; 

KW single nucleotide polymorphism; hypercholesterolaemia . 

XX 

OS Homo sapiens. 
XX 

FH Key Location/Qualifiers 
FT Misc-dif f erence 64 

FT /note= "Wild-type Val is replaced by He" 

XX 

PN WO200162796-A1 . 
XX 

PD 30-AUG-2001 . 
XX 

PF 22-FEB-2001; 2001WO-GB00755 . 
XX 

PR 22-FEB-2000; 2000GB-0004 183 . 
XX 

PA (SMIK ) SMITHKLINE BEECHAM PLC. 
XX 

PI Valdes AM, Groot PHE , Spurr NK; 
XX 

DR WPI; 2001-550086/61. 
DR W-PSDB; AAS12139. 
XX 

PT Diagnosing atherosclerosis or susceptibility to atherosclerosis in a 
PT subject, by determining a single nucleotide polymorphism in specific 
PT codon of a polynucleotide encoding human CCR2 receptor in genome of the 
PT subject - 
XX 



PS Claim 1; Page 20/ 28pp; English. 
XX 

CC The invention relates to diagnosing atherosclerosis (or susceptibility 

CC to) in a subject by determining expression or activity of the human 

CC CCR2-64I polypeptide (a polymorphic variant form of the human CCR2 

CC receptor) or the CCR2-64V polypeptide (human CCR2 receptor) , by screening 

CC for a single nucleotide polymorphism in codon 64 of the polynucleotide 

CC encoding the CCR2 receptor. This results in production of CCR2-64I, 

CC whereby polymorphic variants are associated with a lower incidence of 

CC atherosclerosis. The presence or amount of CCR2-64I/V in a sample can 

CC also be analysed. The sequences of the invention can be used for 

CC predicting the response of a patient to drug treatment, for predicting 

CC the disease outcome in a patient and also for the production of a 

CC treatment for hypercholesterolaemia . The sequence represents the 

CC polymorphic variant polypeptide CCR2-64I. 

XX 

SQ Sequence 36 0 AA; 

Query Match 9 9.9%; Score 1899; DB 22; Length 360; 

Best Local Similarity 99.7%; Pred . No. 4.2e-211; 

Matches 359; Conservative 1; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

1 1 1 1 1 f r t r i r 1 1 j j r 1 1 r j j j r 1 1 1 1 1 1 j i f 1 1 1 1 j i r 1 1 1 r i r j i r 1 1 1 1 f 1 1 1 r 1 1 1 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

Qy 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

II Mil MM MM HUM MINI MM I MINIMI II MINIM MM II Ml 

Db 61 MLVI LI LI NCKKLKCLTDI YLLNLAI SDLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 H IGYFGGI FF 1 1 LLTI DR YLA I VHAVFALKARTVTFGWTSVI TWL VAVFAS VPG 1 1 FTK 180 

r i r 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 [ i r 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 r r 1 1 1 1 1 1 r j 1 1 r i 

Db 121 HIGYFGGIFFI ILLTIDRYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 24 0 

IMMNININNNINIINININIMNINNNINNINMININN 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTI MI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

1 1 1 1 1 1 ! 1 1 1 1 1 1 II M 1 1 1 1 M 1 1 1 1 1 1 1 11 1 1 [[ 1 1 11 1 1 1 1 11 1 1 1 1 1 M 1 1 M M I 

Db 241 AVRVIFTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPIIYAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

MIMNNMININIMMNNINIIIINNNINMNNNMININN 

Db 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 8 
ABB56340 

ID ABB56340 standard; Protein; 360 AA. 
XX 

AC ABB56340; 
XX 

DT 18-FEB-2002 (first entry) 
XX 

DE Non -endogenous human GPCR protein, SEQ ID NO: 473. 
XX 



KW Human; G protein-coupled receptor; GPCR; non- endogenous ; mutant ; 

KW constitutively activated GPCR; agonist; disease. 

XX 

OS Homo sapiens. 

OS Synthetic. 
XX 

PN WO200177172-A2 . 
XX 

PD 18-OCT-2001. 
XX 

PF 05-APR-2001; 2001WO-US1 1 098 . 
XX 

PR 07-APR-2000; 2000US-195747P . 
XX 

PA (AREN-) ARENA PHARM INC . 
XX 

PI Lehmann-Bruinsma K, Liaw CW, Lin I; 
XX 

DR WPI; 2001-648759/74. 

DR N-PSDB; ABI97976. 
XX 

PT Identifying agonists of G protein-coupled receptors (GPCRs) for use in 

PT disease treatment, comprises contacting candidate compounds with 

PT versions of GPCRs - 
XX 

PS Claim 1; Page 274-275; 394pp ; English. 
XX 

CC The invention relates to G protein-coupled receptors (GPCRs) for which 

CC the endogenous ligand has been identified. Non -endogenous 

CC constitutively activated versions of known GPCRs are used in the 

CC invention for the direct identification of candidate compounds as 

CC receptor agonists, inverse agonists or partial agonists. Such 

CC agonists are useful as therapeutic agents for diseases or disorders 

CC associated with GPCRs. The present sequence is a non- endogenous 

CC version of a known human GPCR. 

XX 

SQ Sequence 360 AA; 

Query Match 99.7%; Score 1894; DB 22; Length 360; 

Best Local Similarity 99.7%; Pred. No. 1.6e-210; 

Matches 359; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVF I FGFVGN 60 



Db 



1 



MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 6 0 



Qy 



61 



ML WL I L I NCKKL KCLTD I YLLNLAI S DLLFL I TL PLWAHSAANEW VFGNAMCKLFTGL Y 12 0 



Db 



61 




Qy 



121 



H I GYFGG I FF I I LLT I DRYLA I VHAVFALKART VTFG WTS VI TWLVAVFAS VPG I I FTK 18 0 



Db 



121 




Qy 



181 



CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 24 0 



Db 



181 



CQKEDS VYVCGP YFPRGWNNFHTI MRN I LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHR 24 0 



Qy 

Db 

Qy 

Db 



241 AVRVI FTIMI VYFLFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 3 0 0 

I IIIIIIIIIIIIMIIIIIIIIIIMIIIIMIIIIIIIIIMIIIIMIIIMIIII 

241 AKRVI FT I M I VYFLFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCC I 3 00 
3 01 NPI I YAFVGEKFRRYLSVFFRKH I TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

I M 1 1 1 1 M 1 1 M 1 1 M 1 M M i I M M 1 M M I M I M M M I M M 1 1 1 1 M M M M 

3 01 NPI I YAFVGEKFRRYLSVFFRKHI TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 6 0 



RESULT 9 
AAR79165 



t r^i 
I JJ 


AAR79165 standard; Protein; 374 AA. 


vv 

AA 






AL 


AAR79165; 




v v 
AA 






JJ 1 


25-MAR-2003 


(updated) 


U 1 


29-DEC-1995 


(first entry) 


V V 

AA 






Utj 


Human monocyte chemoattractant protein 


V V 

AA 








Monocyte chemoattractant protein- 1 rec 


XX 






Ob 


Homo sapiens 




XX 






FH 


Key 


Location/Qual if iers 


FT 


Domain 


49..70 


r 1 




/label = transmembrane 


FT 


Domain 


80 . . 700 


FT 




/label= transmembrane 


FT 


Domain 


115. . 136 


FT 




/label = transmembrane 


FT 


Domain 


154 . . 178 


FT 




/labels transmembrane 


FT 


Domain 


204 . . 231 


FT 




/label= transmembrane 


FT 


Domain 


244 . .268 


FT 




/label= transmembrane 


FT 


Doma in 


295 . .313 


FT 




/label= transmembrane 


FT 


Region 


314 . . 375 


FT 




/label= carboxyl tail 


FT 


Domain 


1. .48 


FT 




/label* extracellular 


XX 






PN 


W09519436-A1 . 




XX 






PD 


20-JUL-1995 . 




XX 






PF 


ll-JAN-1995; 


95WO-US00476 . 


XX 






PR 


13-JAN-1994; 


94US-0182962 . 


XX 






PA 


(REGC ) UNIV 


CALIFORNIA. 


XX 






PI 


Charo I , Coughlin S; 


XX 







DR WPI; 1995-263866/34. 

DR N-PSDB; AAQ96297. 
XX 

PT DNA encoding monocyte chemo -at tract ant protein-1 receptor - used partic. 

PT for identifying antagonists and for treating diseases characterised by 

PT monocytic infiltrates 
XX 

PS Claim 2; Fig 1; 84pp; English. 
XX 

CC To identify and clone new members of the chemokine receptor gene 

CC family, degenerate oligo primers were designed corresp. to the 

CC conserved sequences R79167 in the second and R79168 in the third 

CC transmembrane domains of the MI P- lalpha/RANTES receptor, the IL-8 

CC receptors and the HUMSTRS orphan receptor (GenBank Accession #M99293 . 

CC The degenerate oligo incorporating EcoRI and Xhol sites at their 5' 

CC ends are Q96299 and Q96300. Amplification of cDNA derived from MM 6 

CC cells with the primers yieled a number of PCR products. One cDNA 

CC appeared to encode a novel protein. To obtain a full-length version 

CC of this clone, a MM6 cDNA library was constructed in pFROG and probed 

CC with the PCR product. A 2.1 kb cDNA clone was obtd. Analysis of 

CC additional clones in the MM6 cDNA library revealed a second 

CC sequence that was identical to the 2 . 1 kb cDNA sequence first obtd. 

CC from the 5' UTR through the putative seventh transmembrane domain 

CC but contained a different cytoplasmic tail. The second sequence 

CC appears to represent alternative splicing of the carboxyl -terminal 

CC tail of the MCP-1R protein. The two sequences are denoted MCP-1RA 

CC and MCP-1RB (see Q96297/R79165 & Q962 98/R79166 ) . Active mature 

CC MCP-1RA has a predicted mol . wt . of about 42,000 daltons. MCP-1RB 

CC has a mol. wt . of about 41,000 daltons. 

CC (Updated on 25-MAR-2003 to correct PN field,) 

XX 

SQ Sequence 3 74 AA; 

Query Match 86.9%; Score 1651.5; DB 16; Length 374 ; 

Best Local Similarity 95.5%; Pred. No. 2.1e-182; 

Matches 319; Conservative 3; Mismatches 5; Indels 7; Gaps 3; 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 6 0 

IIIIIIIIIMIMMIMIIIMIIIIIIIIIIMIMIIIMIMIMIIIIIMIII 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 6 0 

Qy 61 MLWL I LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

MIMIIIIMIMIMIIIIMIMIMIIIIIIIMIIIIMMIIMIIIIIIIIII 

Db 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 H I G YFGG I FF 1 1 LLT I DR YLAI VHAVFALKARTVTFGWTS VI TWLVAVFAS VPGI I FTK 180 

1 1 , 1 1 1 , i : i : 1 1 ' 1 1 1 1 , i , 1 ! 1 1 1 1 1 1 , , 1 1 , 1 1 1 1 1 , , i 1 1 1 1 1 1 1 1 1 1 1 ; 1 1 1 1 1 1 

Db 121 HIGYFGGIFFI ILLTIDRYLAI VHAVFALKARTVTFGWTS VI TWLVAVFAS VPGI I FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGI LKTLLRCRNEKKRHR 240 

llllllllllllilllllllllllllllllllllllllllllllllllllllllllllll 
Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRN I LGLVLPLLIMVICYSGI LKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTIMI VYFLFWTPYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IIIIIIMIIIIIIIIMIIIIIIMMIIIIIIMIIIMMIIIIIIIIMIIIMII 

Db 241 AVRVIFTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 



Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPV 334 

IMMMIMMI hi 1 1 h 1 = 

Db 301 NPI I YAFVGEKFR SLF HIALG- CRIAPL 327 



RESULT 10 
AAG80107 

ID AAG80107 standard; Protein; 374 AA . 
XX 

AC AAG80107; 
XX 

DT 17-JAN-2002 (first entry) 
XX 

DE Human CCR2a protein. 
XX 

KVJ Chemokine; tumour diagnosis; colorectal; prostatic; organ rejection; 

KW inflammation; autoimmune disease; metastasis; bronchial asthma; lupus; 

KW chronic bowel inflammation; rheumatoid arthritis; cytostatic; 

KW antiinflammatory; antiasthmatic; immunosuppressive; dermatological; 

KW antirheumatic; antiarthri tic . 

XX 

OS Homo sapiens. 
XX 

PN WO200172830-A2 . 
XX 

PD 04-OCT-2001. 
XX 

PF 02-APR-2001; 2001WO-EP03708 . 
XX 

PR 31-MAR-2000; 2000DE- 1016013 . 
XX 

PA (IPFP-) IPF PHARM GMBH, 

PA (FORS/) FORSSMANN U. 
XX 

PI Forssmann W, Adermann K, Heitland A , Spodsberg N; 
XX 

DR WPI; 2001-626256/72. 
XX 

PT Diagnostic agent containing two or more receptor- speci f ic ligands, 

PT useful for detecting tumors, inflammation etc., also therapeutic use of 

PT ligand inhibitors 

XX 

PS Disclosure; Page 9; 26pp; German. 
XX 

CC This invention describes a novel diagnostic agent (A) comprising at least 

CC two different ligands (I) for receptors (II) that are implicated in 

CC disease. (A) are used for the diagnosis of tumors (especially colorectal 

CC or prostatic), organ rejection, inflammation and autoimmune diseases. 

CC Also inhibitors of (I) are used therapeutically against tumors (and their 

CC metastases) , inflammation (particularly bronchial asthma or chronic bowel 

CC inflammation) , or autoimmune diseases (rheumatoid arthritis or lupus) , 

CC where the (cardio) vascular , lymphatic, respiratory, nervous, digestive, 

CC endocrine, motor or urogenital systems or skin are affected, and bone 

CC marrow diseases. The products of the invention are chemokme derivatives 

CC which have cytostatic, antiinflammatory, antiasthmatic, 

CC immunosuppressive, dermatological, antirheumatic, ant iarthritic . 

CC Chemokines act on specific tumor and inflammatory cells through a 



CC constellation of chemokine receptors (CR) , which control migration and 

CC proliferation of these cells. AAG80045-AAG80128 represent human chemokine 

CC fragments used to illustrate the method of the invention. 
XX 

SQ Sequence 374 AA; 

Query Match 86.9%; Score 1651.5; DB 22; Length 374; 

Best Local Similarity 95.5%; Pred . No. 2.1e-182; 

Matches 319; Conservative 3; Mismatches 5; Indels 7 ; Gaps 3, 

Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

I I I I 1 I I I I I , I I i I . ; , I I I , I I I I . I , I I I I I I I I ' I I I , ! I 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

Qy 61 MLWL I LI NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 

I M I M I M M M II I M I II 1 1 1 M I M II I MIMMIIMMM MIMIMIMM 

Db 61 MLWL I L I NCKKLKCLTD I YLLNLA I SDLLFL I TL PLWAHSAANEWVFGNAMCKLFTGL Y 12 0 

Qy 121 HIGYFGGIFFIILLTIDRY1AIWAVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTK 180 

IIIIIIIIIIIIIIIMIIIIIIIIIMIIIIIIIIIMIIIIIIIMIIMIMIIIII 

Db 121 H I GYFGGI FF 1 1 LLT I DRYLA I VHAVFALKARTVTFGVVTS VI TWLVAVFAS VPGI I FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

i r 1 1 1 ! 1 1 r 1 1 j i r i 1 1 j 1 1 1 r 1 1 1 1 1 1 1 r 1 1 1 1 1 1 r i r 1 1 r r j r 1 1 1 1 1 1 1 1 1 1 1 1 r ! i 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 3 00 

M M II II I M M I M M M 1 1 M II M I M I M M M I M I II 1 1 M II II I M 1 1 1 1 1 

Db 241 AVRVI FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPV 334 

lllllllllllll hi II h 
Do 301 NPI I YAFVGEKFR SLF HIALG-CRIAPL 327 



RESULT 11 
ABG92881 

ID ABG92881 standard; Peptide; 344 AA . 
XX 

AC ABG92881; 
XX 

DT 19-NOV-2002 (first entry) 
XX 

DE Class I receptors WSXWS motif. 
XX 

KW Immunoglobulin; variable heavy chain; variable light chain; human; 

KW G-protein chemokine receptor; CCR5; HDGNR10; cancer; inflammation; 

KW immunologic deficiency syndrome; blood protein disorder; nephritis; 

KW ataxia telangiectasia; endotoxin lethality; inflammatory bowel disease; 

KW histiocytosis; chemotaxis; infectious disease; autoimmune disease; 

KW Addison's disease; dermatitis; rheumatoid arthritis; allergy; 

KW neurodegenerative disorder; viral infection; poxvirus infection; HIV; 

KW human immunodeficiency virus; cytomegalovirus; Kaposi's sarcoma; 

KW Pneumocystis carnii infection; cardiovascular disorder; atherosclerosis; 

KW lymphocytopenia . 

XX 

OS Synthetic . 



PN WO200264612-A2 . 
XX 

PD 22-AUG-2002. 
XX 

PF 08-FEB-2002; 2 002WO-US03634 . 
XX 

PR 09-FEB 

PR 09-FEB 

PR- 12-JUN 

PR 08 -AUG 

PR 12 -OCT 

PR 21 -DEC 
XX 

PA (HUMA-) HUMAN GENOME SCI INC. 
XX 

PI Roschke V, Rosen CA, Ruben SM; 
XX 

DR WPI; 2002-643455/69. 
XX 

PT New human G-protein Chemokine Receptor gene {HDGNR10 ) useful for 

PT treating, preventing, ameliorating or monitoring diseases or disorders 

PT associated with aberrant expression of HDGNR10 e.g. cancer 

XX 

PS Example 17; Page 386; 562pp ; English. 
XX 

CC The invention describes an isolated polynucleotide encoding a first 

CC antibody at least 95-100% identical to a second antibody consisting of an 

CC amino acid sequence comprising at least one, two or three CDR regions of 

CC a variable heavy (VH) or variable light (VL) domain of the antibody 

CC expressed by a hybridoma cell line consisting of XF3.5F1, XF11.1F8, 

CC XF3.6A2, XF3.10B8, XF22.3C9.6, XF22.9E6, XF27/28.7D5, XF27/28 . 18B5 , 

CC XF27/28 .25G10, XF27/28 . 36A12 , XF27/28 . 36F1 1 or XF27/28 . 43E2 . The antibody 

CC is useful treating, preventing, ameliorating, prognosing or monitoring 

CC cancers or other diseases or disorders e.g. immunologic deficiency 

CC syndromes such as blood protein disorders and ataxia telangiectasia, 

CC inflammation associated disorders such as endotoxin lethality, nephritis 

CC and inflammatory bowel disease, conditions associated with an increase in 

CC certain haematopoietic cells such as histiocytosis, defective or aberrant 

CC chemotaxis of immune cells or T-cell antigen presenting cell interaction, 

CC an infectious disease, an autoimmune disease such as Addison's disease, 

CC dermatitis and rheumatoid arthritis, allergies, a neurodegenerative 

CC disorder, a viral infection e.g. HIV infection, cytomegalovirus or 

CC poxvirus infection, a Pneumocystis carnii infection, Kaposi's sarcoma, 

CC cardiovascular disorders such as atherosclerosis, lymphocytopenias , or a 

CC disease or disorder associated with aberrant expression of novel human 

CC G-protein chemokine receptor (CCR5) HDGNR10. This is the amino acid 

CC sequence of the WSXWS motif found in class I receptors. 

XX 

SQ Sequence 344 AA; 

Query Match 82.6%; Score 1568.5; DB 23; Length 344 ; 
Best Local Similarity 95.3%; Pred . No. 8e-173; 

Matches 302; Conservative 3; Mismatches 5; Indels 7; Gaps 3 

Qy 18 EE VTTFFDYDYGAPCHKFDVKQ I GAQLLP PLYSLVF I FGFVGNMLWLI LI NCKKLKCLT 77 

IIIIMIIIIIIIMIIIIIIIIIMIMIIIIIIIIIMIMMIIIIIIIIIIIIIM 



-2001; 2001US-0779880 . 

-2001; 2001WO-US04153 . 

-2001; 2001US-297257P. 

-2001; 2001US-310458P. 

-2001; 2001US-328447P. 

-2001; 2001US-341725P. 



Db 



1 EEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LINCKKLKCLT 60 



Qy 78 DI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYHI GYFGGI FFI I LLTI D 137 

IIIMIIIIIIMIIIIMIIMIIIIIMIIMIIMIIMMIIIIMMIIIIMII 

Db 61 D I YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYHI GYFGGI FFI I LLTI D 120 

Qy 138 RYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTKCQKEDSVYVCGPYFPRG 197 

IIIIMIIIIIIIIIIIIIIIIIIMIIMIIIIIIIIMIIMIIIIIIIIIIIIIIII 

Db 121 RYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI IFTKCQKEDSWVCGPYFPRG 180 

Qy 198 WNN FHT I MRN I LGLVLPLL I MV I CYS G I LKTLLRCRN EKKRHRAVRV I FT I M I VYFLFWT 257 

IIIIIIIIIIIIIIMMMIIMIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIII 

Db 181 WNNFHT I MRN I LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHRAVRVI FT I M I VYFLFWT 240 



Qy 258 PYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

1 1 1 M M I M M M M II M I M M I II I ! I i M M I M I M I M M M I M M M I 

Db 241 PYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPIIYAFVGEKFR- - -S 297 

Qy 318 VFFRKHITKRFCKQCPV 334 

:| II h h 

Db 298 LF HIALG-CRIAPL 310 



RESULT 12 


AAB46859 


ID 


AAB46859 standard; Protein; 329 AA. 


XX 




AC 


AAB46859; 


XX 




DT 


16-AUG-2 001 (updated) 


DT 


02-AUG-2001 (updated) 


DT 


04-MAY-2001 (first entry) 


XX 




DE 


Human MCP-1 receptor protein fragment. 


XX 




KW 


HDGNR10; human; G-protein chemokine receptor; antiinflammatory; 


KW 


immunomodulatory ; anticoagulant; antiallergic; immunosuppressive; 


KW 


cytostatic; antiparasitic; antipsoriatic; antirheumatic; antiarthritic ; 


KW 


vasotropic; gene therapy; haematopoiesis ; wound healing; coagulation; 


KW 


angiogenesis ; solid tumour; infection; leukemia; growth factor activity; 


KW 


T-cell mediated autoimmune disease; psoriasis; allergy; atherogenesis ; 


KW 


anaphylaxis; malignancy; inflammation; histamine; IgE; silicosis; shock; 


KW 


immunoglobulin E-mediated allergic reaction; rheumatoid arthritis; 


KW 


prostaglandm-independent fever; bone marrow failure; sarcoidosis; 


KW 


hyper-eos inophil ic syndrome; vulnerary. 


XX 




OS 


Homo sapiens. 


XX 




PN 


US2001000241-A1 . 


XX 




PD 


12-APR-2001 . 


XX 




PF 


29-NOV-2000; 2000US- 0725285 . 


XX 




PR 


06-JUN-19 95; 9 5US-04 66343 . 


PR 


18 -NOV- 1998; 98US- 01 95662 . 


PR 


25-JUN-1999; 99US- 033 9912 . 



PA (LI YY/ ) LI Y . 

PA (RUBE/) RUBEN S M. 

XX 

PI Li Y, Ruben SM; 
XX 

DR WPI; 2001-226317/23. 
XX 

PT New human G-protein chemokme receptor polypeptides and 

PT polynucleotides, useful for identifying (ant ) agonists to the G-protein 

PT chemokine receptor - 

XX 

PS Disclosure; Page 16-17; 22pp; English. 
XX 

CC This invention describes a novel receptor polypeptide (I) selected from 

CC (i) a fully defined 329 amino acid sequence (II) fully disclosed in the 

CC specification; and (ii) a polypeptide encoded by the cDNA contained in a 

CC plasmid, and fragments, analogs and derivatives of the polypeptide. The 

CC products of the invention have antiinflammatory, immunomodulatory, 

CC anticoagulant, antiallergic, immunosuppressive, vulnerary, cytostatic, 

CC antiparasitic, ant ipsoriatic , antirheumatic, ant larthrit ic and vasotropic 

CC activity and can be used for gene therapy. The G-protein chemokine 

CC receptors, HDGNR10, (I) are useful for screening for compounds which 

CC activate or inhibit activation of (I) . The products of the invention can 

CC also be used for stimulating haematopoiesis , wound healing, coagulation, 

CC angiogenesis , treating solid tumours, chronic infections, leukemia, 

CC T-cell mediated autoimmune diseases, parasitic infections, psoriasis, and 

CC stimulating growth factor activity. HDGNR10 is useful for treating 

CC allergy, atherogenesis , anaphylaxis, malignancy, chronic and acute 

CC inflammation, histamine and immunoglobulin E (IgE) -mediated allergic 

CC reactions, prostaglandin- independent fever, bone marrow failure, 

CC silicosis, sarcoidosis, rheumatoid arthritis, shock and 

CC hyper-eosmophil ic syndrome. 

CC (N.B. This record was resubmitted to correct errors in the keyword 

CC formatting) . 

XX 

SQ Sequence 329 AA; 

Query Match 77.5%; Score 1473; DB 22; Length 329; 

Best Local Similarity 90.5%; Pred . No. 8.8e-162; 

Matches 287; Conservative 3; Mismatches 5; Indels 22; Gaps 4 
Qy 18 EEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILINCKKLKCLT 77 

IIMIIIIMIIIIIIMIIIIMIIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIIII 

Db 1 EEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLVVLILINCKKLKCLT 60 

Qy 78 D I YLLNLAI SDLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLYH I G YFGG I FF I I LLT I D 137 

MIIIIIIMIIIIIMIIIIIMIIIIIIIIIIIIIIIIIIMI 

Db 61 DI YLLNLAI SDLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLYH I 105 

Qy 138 RYLAI VHAVFALKARTVTFGVVTS VI TWLVAVFASVPGI I FTKCQKEDSVYVCGPYFPRG 197 

i r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 e 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ( i (it 1 1 1 f 1 1 1 1 1 1 1 i i 

Db 106 RYLA I VHAVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTKCQKEDSVYVCGPYFPRG 165 

Qy 198 WNNFHTI MRN I LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHRAVRVI FTI MI VYFLFWT 257 

1 1 ' I 1 1 ' 1 1 i 1 1 1 1 , ' ! , 1 : ' ; 1 ■ 1 I ' 1 ' ' I I ' 1 1 ■ , , ' I I I ' I I I I I . 

Db 166 WNNFHTI MRNILGLVLPLLIM VI CYSGI LKTLLRCRNEKKRHRAVRVI FTI MI VYFLFWT 225 



Qy 258 PYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI N P 1 1 YAFVGEKFRRYLS 317 

IMIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIMIIIIIMIIIIMIIII I 

Db 226 PYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI NPI I YAFVGEKFR S 282 

Qy 318 VFFRKHITKRFCKQCPV 334 
Db 283 LF HIALG-CRIAPL 295 



RESULT 13 
ABB81055 

ID ABB81055 standard; Protein; 329 AA. 
XX 

AC ABB81055; 
XX 

DT 05-NOV-2002 (first entry) 
XX 

DE Human MCP-1 receptor. 
XX 

KW 7 -transmembrane receptor; G-protein coupled receptor; GPCR; HDGNR10; 

KW G-protein chemokine receptor; haematopoietic; immunosuppressant; 

KW antiparasitic; ant ipsoriat ic ; antiallergic; antiinflammatory; cytostatic,- 

KW antirheumatic; ant iarthritic ; gene therapy; human; MCP-1; receptor. 

XX 

OS Homo sapiens . 
XX 

PN US2002076745-A1 . 
XX 

PD 20-JUN-2002. 
XX 

PF 18-NOV-1998 ; 98US - 0 1 95 662 . 
XX 

PR 06-JUN-1995; 95US- 0466343 . 
XX 

PA (LIYY/) LI Y. 

PA (RUBE/) RUBEN S M . 

XX 

PI Li Y, Ruben SM; 
XX 

DR WPI; 2002-598724/64. 
XX 

PT New polynucleotide encoding a human G protein chemokine receptor 

PT HDGNR10 , useful e.g. for treating tumors - 

XX 

PS Examples; Fig 2; 22pp; English. 
XX 

CC The invention relates to a novel human 7 -transmembrane receptor, HDGNR10 , 

CC which has been identified as a G-protein chemokine receptor. The GPCR 

CC HDGNR10 polypeptide can be expressed by standard recombinant methodology. 

CC Compounds that activate or inhibit the receptor polypeptide, optionally 

CC expressed from DNA in gene therapy vectors, are used to treat diseases 

CC that require: (a) activation of the receptor (e.g. stimulation of 

CC haematopoiesis , treatment of solid tumours, T-cell mediated autoimmune 

CC diseases, parasitic infections, psoriasis etc.); or (b) inhibition of the 

CC receptor (e.g. allergy, inflammation, rheumatoid arthritis, silicosis 

CC etc) . The present sequence represents a human MCP-1 receptor used in 



CC comparison studies with the HDGNR10 receptor. 
XX 

SQ Sequence 329 AA; 

Query Match 77.5%; Score 1473; DB 23; Length 329; 

Best Local Similarity 90.5%; Pred . No. 8.8e-l62; 

Matches 287; Conservative 3; Mismatches 5; Indels 22; Gaps 4; 
Qy 18 EEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILINCKKLKCLT 77 

M M M I II I II M I M M M M I M M M I M II 1 1 1 M II M I M 1 1 M 1 1 M M M I 

Db 1 EEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLVVLILINCKKLKCLT 60 

Qy 78 DI YLLNLAI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI I LLTI D 137 

MIIIIIIIIIMIIIIIIMMIIIIIIMIIIIMIMIMII 

Db 61 D I YLLNLA I SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYH I 105 

Qy 138 RYLA I VHA VFALKARTVTFG WTS VI TWLVAVFAS VPG I I FTKCQKEDS VY VCGP YFPRG 197 

IIIIIIIIIIIIIIIIIIIIIMIIIIIIIMIIIIIIIMIIIIIIIIIIIMIIIIII 

Db 106 RYLAI VHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFPRG 16 5 

Qy 198 WNNFHTI MRN I LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHRAVRVI FTI MI VYFLFWT 257 

I Mill Ml MINI MIMM MINIM MINI MINN MINIM MINIM I 

Db 166 WNNFHTI MRN I LGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWT 225 

Qy 258 PYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

i r r i r r 1 1 1 1 1 1 ! r 1 1 1 1 1 1 r 1 1 1 1 1 r r r i r i r 1 1 j i j 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 i 

Db 226 PYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI NP 1 1 YAFVGEKFR S 28 2 

Qy 318 VFFRKHITKRFCKQCPV 334 

N II h M 

Db 283 LF HI ALG-CRIAPL 295 



RESULT 14 
AAW54037 

ID AAW54037 standard; Protein; 354 AA. 
XX 

AC AAW54 037; 
XX 

DT 06-AUG-1998 (first entry) 
XX 

DE Mouse CC-CKR5 protein. 
XX 

KW CC-CKR5; chemokme receptor; mouse; human; transgenic mouse; 

KW HIV infection; T-cell mediated inflammation. 

XX 

OS Mus sp. 
XX 

PN EP834564-A2. 
XX 

PD 08-APR-1998. 
XX 

PF 03-OCT-1997; 97EP-0307823 . 
XX 

PR 03-OCT-1996; 96US - 0724 984 . 
XX 

PA (SMIK ) SMITHKLINE BEECHAM CORP. 



XX 

PI Bergsma DJ, Brawner ME, Shabon U; 
XX 

DR WPI; 1998-195463/18. 

DR N-PSDB; AAV23 98 9, 
XX 

PT New isolated mouse chemokine receptor, CC-CKR5 - used to develop 

PT products for the study, diagnosis and treatment of HIV infection or 

PT T-cell mediated inflammation 
XX 

PS Claim 11; Fig 1; 27pp ; English. 
XX 

CC This sequence is the mouse CC-CKR5 protein, is encoded by the DNA of the 

CC invention. CC-CKR5 is a chemokine receptor. Cells transformed with the 

CC DNA can be cultivated and the expression product harvested. The DNA can 

CC be knocked out and replaced with the human CC-CKR5 gene, creating 

CC transgenic mice which can be used in the study of HIV infection or T-cell 

CC mediated inflammation. Transgenic mice could also be used to screen for 

CC human CC-CKR5 agonists or antagonists . 
XX 

SQ Sequence 354 AA; 



Query Match 72.9%; Score 13 86; DB 19 

Best Local Similarity 74.0%; Pred. No. 1.2e-151 
Matches 259; Conservative 33; Mismatches 52 



Length 354; 

Indels 6; Gaps 2; 



Qy 17 GEEVTTFFDYDYG- - APCHKFDVKQIGAQLLP PLYSLVF I FGFVGNMLWLI LI NCKKLK 74 

I I M Ml Ml I Mill 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MIM MMMIMI 

Db 5 GSVPTYI YDI DYGMSAPCQKINVKQI AAQLLPPLYSLVFI FGFAGNMMVFL I LI SCKKLK 64 

Qy 75 CLTDI YLLNLA I SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYH I GYFGG I FF I I LL 134 

Db 65 SVTDI YLLNLAI SDLLFLLTLPFWAHYAANEWI FGNI MCKVFTGVYHIGYFGG I FFI I LL 124 

Qy 135 TIDRYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI IFTKCQKEDSVYVCGPYF 194 

IIMIMIIIIIIIM II Mi lil 1 llh'i' IMM in | | 

Do 125 TI DR YLAI VHAVFALKVTTVNFGVI TS WTWWAVFASLPE 1 1 FTRSQKEGFHYTCS PHF 184 
Qy 195 PRG WNNFHTIMRNILGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHRAVRVIFTIMI 250 

I I M M II IMMIMMMMM II MIMMMMIMM III 

Db 185 PHTQYHFWKSFQTLKMVI LSLI LPLLVMI I CYSGI LHTLFRCRNEKKRHRAVRLI FAIMI 244 

Qy 251 VYFLFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI NP I I YAFVGE 310 

IIIIIIIMIIIMI IMIMIIMI -hi I M [ II 1 1 1 1 1 : I I : 1 1 1 1 1 1 1 

Db 245 VYFLFWTPYNIVLLLTTFQEFFGLNNCSSSNRLDQAMQATETLGMTHCCLNPVI YAFVGE 3 04 

Qy 311 KFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 

Ml MIMIMII MMIM M - I Ml I MM III II 

Db 305 KFRSYLSVFFRKHI VKRFCKRCSI FQQDNPDRVSSVYTRSTGEHEVSTGL 354 



RESULT 15 
AAG79089 

ID AAG79089 standard; Protein; 352 AA. 
XX 

AC AAG7 9 08 9; 
XX 



DT 10-DEC-2001 (first entry) 
XX 

DE Amino acid sequence of human CCR5 protein. 
XX 

KW Human; receptor; DC-SIGN; dendritic cell; T lymphocyte; HIV; 

KW gpl20; C-type lectin; ICAM3; HIV entry; T cell; macrophage; 

KW HIV infection; CCR5 . 
XX 

OS Homo sapiens. 
XX 

PN WO200164752-A2 . 
XX 

PD 07-SEP-2001. 
XX 

PF 28-FEB-2001; 2 00 1WO-US06322 . 
XX 

PR 02-MAR-2000; 2 000US- 05 17605 . 
XX 

PA (UYNY ) UNIV NEW YORK STATE. 

PA (UYNI-) UNIV NIJMEGEN . 

XX 

PI Littman DR, Kwon D, Van Kooyk Y, Geijtenbeek T; 
XX 

DR WPI; 2001-602565/68. 
XX 

PT An antibody for the treatment or prevention of HIV- infect ion comprises 

PT a gpl20 portion which binds to DC-SIGN or is exposed upon gpl20 binding 

PT of DC-SIGN due to concomitant conformational change - 
XX 

PS Disclosure; Page 118-119; 131pp; English. 
XX 

CC The specification describes an antibody which is specific for an 

CC antigenic fragment of gpl20. This antigenic fragment binds to DC-SIGN 

CC or is exposed upon gpl20 binding of DC-SIGN due to concomitant 

CC conformational change. DC-SIGN is a receptor that is specifically 

CC expressed on dendritic cells and facilitates infection of T lymphocytes 

CC with HIV. DC-SIGN is identical to a HIV-1 gpl2 0 -binding C-type lectin. 

CC DC-SIGN binds ICAM-3 (which is expressed constitutively on T lymphocytes) 

CC with high affinity. The antibody of the invention inhibits the trans 

CC enhancement of HIV entry into a T cell or macrophage facilitated by 

CC dendritic cells. The antibody is useful to treat or prevent HIV 

CC infection. The present sequence represents a human CCR5 protein, 

CC which is a translocation promoting agent that interacts with CD4 . 

CC This receptor functions in HIV-1 entry into cells. 

XX 

SQ Sequence 352 AA; 

Query Match 72.2%; Score 1371; DB 22; Length 352; 

Best Local Similarity 76.2%; Pred. No. 6.4e-150; 

Matches 259; Conservative 30; Mismatches 47; Indels 4; Gaps 1 

Qy 25 DYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLILINCKKLKCLTDI YLLNL 84 

III M I : I I I I hlllllllMIMMIIIMhhllllhll = I I I I t I I I 

Db 13 DYDTSEPCQKINVKQI AARLLPPLYSLVFIFGFVGNMLVI LVLINCKRLKSMTDI YLLNL 72 

Qy 85 AI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI ILLTIDRYLAI VH 144 



Db 73 AI SDLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGI FFI I LLTI DRYLAI VH 132 

Qy 145 AVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTKCQKEDSVYVCGPYFP RGWNN 200 

IMIIIIIIIIIIIIIIMIhlllllhlllllh III I I HI : II 

Db 133 AVFALKARTVTFGWTSVI TWWAVFASLPGI I FTRSQKEGLHYTCSSHFPYSQYQFWKN 192 

Qy 201 FHTIMRNI LGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWTPYN 260 

I h llllllllhlllllllllllllllllllllllllhllllllllllll III 
Db 193 FQTLKI VI LGLVLPLLVMVI CYSG I LKTLLRCRNEKKRHRAVRLI FT I M I VYFLFWAPYN 252 

Qy 261 I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI NPI I YAFVGEKFRRYLS VFF 320 

MM M Mil |:::|||| I I I I I I I I I I I I I I I I I I I II I I I I I II III 

Db 253 I VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLLVFF 312 

Qy 321 RKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

Ml | Ml | :| :| : :| | MM 
Db 313 QKHIAKHFCKCCSI FQQEAPERASSVYTRSTGEQEISVGL 352 



Search completed: November 25, 2003, 23:19:10 
Job time : 46 sees 



GenCore version 5.1.6 
Copyright (c) 1993 - 2003 Compugen Ltd. 



OM protein - protein search, using sw model 
Run on : 



Title: 

Perfect score: 
Sequence : 

Scoring table*. 



Searched : 



November 25, 2003, 23:20:40 ; Search time 31 Seconds 

(without alignments) 
2141.922 Million cell updates/sec 

US-09-625-573-4 
1900 

1 MLSTSRSRFIRNTNESGEEV DGVTSTNTPSTGEQEVSAGL 360 

BLOSUM62 

Gapop 10.0 , Gapext 0.5 

673684 seqs, 184443283 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



673684 



Post -processing : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 



Database 



Publ ished_Applicat ions_AA: * 

1 : /cgn2_6/ptodata/l/pubpaa/US07_PUBCOMB.pep : * 

2 : / cgn2_6 /pt oda ta / 1 /pubpaa / PCT_NEW_PUB . pep : * 

3 : /cgn2_6/ptodata/l/pubpaa/US06_NEW_PUB.pep 

4 : / cgn2_6 /pt oda t a / 1 /pubpaa /US 0 6_PUBCOMB . pep 

5 : / cgn2 _6 /ptodata/1 /pubpa a / US 0 7 _N EW_PUB . p ep 

6 : /cgn2_6/ptodata/ 1 /pubpaa /PCTUS_PUBCOMB . pep : 

7 : /cgn2_6/ptodata/l/pubpaa/US08_NEW_PUB .pep : * 

8 : /cgn2_6/ptodata/l/pubpaa/US08_PUBCOMB.pep : * 

9 : /cgn2_6/ptodata/l/pubpaa/US09A_PUBCOMB.pep: 

10 : /cgn2_6 /ptodata / 1 /pubpaa /US0 9B_PUBCOMB . pep 

11 : /cgn2_6/ptodata/l/pubpaa/US09C_PUBCOMB.pep 

12: / cgn2_6 /ptodata / 1 /pubpaa /US 0 9_NEW_PUB . pep : 

13 : /cgn2_6/ptodata/l/pubpaa/US10A_PUBCOMB.pep 

14 : /cgn2_6/ptodata/l/pubpaa/US10B_PUBCOMB.pep 

15 : /cgn2_6/ptodata/l/pubpaa/US10C_PUBCOMB .pep 

16: / cgn2_6 /ptodata / 1 /pubpaa /US 1 0_NEW_PUB . pep 

17 : /cgn2_6/ptodata/ l/pubpaa/US60_NEW_PUB . pep 

1 8 : /cgn2_6 /ptodata / 1 /pubpaa/US6 0_PUBCOMB . pep 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 

US-09-131-827A-2 

/ Sequence 2, Application US/09131827A 

; Patent No. US2 002 00384 69A1 

; GENERAL INFORMATION: 

; APPLICANT: Dean, Michael 



APPLICANT: O'Brien, Stephen J. 
APPLICANT: Smith, Michael 
APPLICANT: Carrington, Mary 

TITLE OF INVENTION: DELAYED PROGRESSION TO AIDS BY A 
TITLE OF INVENTION: MISSENSE ALLELE OF THE CCR2 GENE 
FILE REFERENCE: 14014.0333 

CURRENT APPLICATION NUMBER: US/09/131,827A 
CURRENT FILING DATE : 1998-08-10 
PRIOR APPLICATION NUMBER: 60/055,659 
PRIOR FILING DATE: 1997-08-14 
NUMBER OF SEQ ID NOS : 2 0 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 2 
LENGTH: 36 0 
TYPE: PRT 

ORGANISM: Homo sapiens 
US-09-131-827A-2 

Query Match 100.0%; Score 1900; DB 9; Length 360; 

Best Local Similarity 100.0%; Pred. No. 1.5e-150; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

IIMIIIMIIMMMIIIIMMMIIIMMMMIIMIIMMMMIIMIMI 

Db 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLVVXiILINCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

IIMIIIMIMIIIMIIIIMIIMIIIIIMIIIIMIIIIIIMMIIIMIIIII 

Db 61 MLWLILINCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGI FFI I LLTIDRYI^I VHAVFALKARTVTFGWTSVITWLVAVFASVPGI IFTK 180 

Mill MM MM Ml MM III MINIUM MINI Mill illll IN II MINI 

Db 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGILKTLLRCRNEKKRHR 240 

MMIMIIIIIIIMMIIMIIMMIMIIIIMMIIIMMIIIIMMMIMI 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IIMIIIIIIIIMMMIMMMMIIMM M M I M M 1 1 1 1 M M 1 1 1 1 1 M I M 

Db 241 AVRVI FT IM I VYFLFWTP YN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

M M M M M M I M M I M M M I II M M M M I M M I M I II M 1 1 M M M I M I 

Db 3 01 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 36 0 

RESULT 2 

US-10-164-649-50 

Sequence 50, Application US/10164649 
Publication No. US20030162943A1 
GENERAL INFORMATION: 

APPLICANT: Graham, Gerard J. et al. 

TITLE OF INVENTION: No. US20030162943Alel Molecules of the G Protein- 
Coupled 

NUMBER OF SEQUENCES: 5 6 
CORRESPONDENCE ADDRESS: 



ADDRESSEE: LAHIVE & COCKFI ELD, LLP 

STREET: 28 State Street 

CITY: Boston 

STATE: Massachusetts 

COUNTRY : USA 

ZIP: 02109 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM; PC -DOS /MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/10/164 , 649 

FILING DATE: 07-Jun-2002 

CLASSIFICATION: < Unknown > 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US/09/045, 583 

FILING DATE: 20-MAR-1998 
ATTORNEY /AGENT INFORMATION: 
; NAME: Mandragouras , Amy E. 

REGISTRATION NUMBER: 36,207 

REFERENCE/ DOCKET NUMBER : MNI-044 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (617)227-74 00 
; TELEFAX. : (617)742-4214 

INFORMATION FOR SEQ ID NO: 50: 
SEQUENCE CHARACTERISTICS: 
; LENGTH: 360 amino acids 

; TYPE: amino acid 

TOPOLOGY: linear 
MOLECULE TYPE : peptide 
FRAGMENT TYPE: internal 
SEQUENCE DESCRIPTION: SEQ ID NO: 50: 
US-10-164-649-50 



Query Match 100.0%; Score 1900; DB 12; Length 360;. 

Best Local Similarity 100.0%; Pred. No. 1.5e-150; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

IIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQI GAQLLPPLYSLVFI FGFVGN 6 0 

Qy 61 ML WL I L I NCKKLKCLTD I YLLNLA I S DLLFL I TLPLWAHSAANEW VFGNAMCKLFTGLY 120 

IIIIIIIMIIMMIIMIIIMMIIIIIIMIIIIIIIIIIMIIIIIMIMIIII 

Db 61 MLWLI LI NCKKLKCLTDI YLLNLAI S DLLFL I TLPLWAHSAANEW VFGNAMCKLFTGLY 120 



Qy 121 HIGYFGGIFFI I LLTI DRYLA I VHAVFALKARTVTFGWTSVI TWLVAVFASVPG 1 1 FTK 180 

M 1 1 1 ! M I ! 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1! 1 1 ! 1 1 1 II ! I M 1 1 1 1 M M 1 1 1 M ( 1 1 M ( I ! ! 

Db 121 HIGYFGGIFFI I LLTI DRYLA I VHAVFALKARTVTFGWTSVI TWLVAVFASVPG 1 1 FTK 180 



Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMI 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNI LGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

Qy 241 AVRVIFTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 



Db 241 AVRVIFTIMI VYFLFWTPYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 



Qy 301 NPIIYAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 3 

US-10-239-423-64 

Sequence 64 , Application US/10239423 
Publication No. US20030186889A1 
GENERAL INFORMATION; 
APPLICANT: FORSSMANN , Wolf-Georg; FORSSMANN , Ulf; ADERMANN , Knut ; 
APPLICANT: HEITLAND, Aleksandra; SPODSBERG, Nikola j 

TITLE OF INVENTION: Diagnostic Agent and Medicament for Examining the 
TITLE OF INVENTION: Cell Surface Proteome of Tumor and Inflammation Cells 
and 

TITLE OF INVENTION: for Treating Tumor Diseases and Inflammatory Diseases, 

Preferably with the Aid of Specific Chemokine 
Receptor Analysis and Chemokine Receptor/Ligand 



TITLE OF INVENTION 
TITLE OF INVENTION 
Interaction 

FILE REFERENCE: 022217us 

CURRENT APPLICATION NUMBER: US/l 0/23 9 , 4 23 
CURRENT FILING DATE: 2002-09-23 
PRIOR APPLICATION NUMBER: DE10016013 - 1 
PRIOR FILING DATE: 2000-03-31 
NUMBER OF SEQ ID NOS : 84 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO 64 
LENGTH: 3 60 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: 

OTHER INFORMATION: Amino Acid Sequence for the Generation of Antibodies 
US-10-239-423-64 

Query Match 100.0%; Score 1900; DB 12; Length 360; 

Best Local Similarity 100.0%; Pred. No. 1.5e-150; 

Matches 3 60; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

IIIMiMMIMIMMMMIIIIMMIIIMMIMIMIIIIIMIIIMIMM 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLWLILINCKKLKCLTDI YLLNLAI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

MIIIIMIIIIIIMIIIIIIIMIIMIIIIIIMIIIIIIMIIIIIIIIIIIMII 

Db 61 MLWLILINCKKLKCLTDI YLLNLAI SDLLFLITLPLWAHSAANE'WVFGNAMCKLFTGLY 120 

Qy 121 H I GYFGG I FF I I LLT I DR YLA I VHAVFALKARTVTFG WTS VI TWLVAVFAS VPG I I FTK 180 

IIIIIMIIIIIIMMIIIIIIMIMMIIIIIIIIIIIIIIIIMIIIIIIIIIMI 

Db 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHR 240 

1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 M I I f 1 1 1 1 1 1 1 1 !! 1 1 1 1 ! 1 1! 1 1 [ I ! 1 1 1 f 1 1 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHR 240 



Qy 241 AVRVIFTIMIVYFLFWTPYNTVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

1 1 1 ; 1 1 1 1 1 1 1 1 1 1 ; ' I I ! : I I : ^ 1 1 1 1 1 1 1 . 1 1 1 1 1 1 1 

Db 241 AVRVI FTIMI VYFLFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 3 00 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

I i I . ' i 1 1 1 1 1 1 1 1 1 I I I 1 1 1 1 i : : I 1 1 ' 1 1 I : . : 1 1 1 1 1 I i I 

Db 301 NPIIYAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 36 0 



RESULT 4 
US-10-439-845-8 

; Sequence 8, Application US/10439845 
; Publication No. US20030195348A1 
; GENERAL INFORMATION : 

APPLICANT: Combadiere et al . , 

TITLE OF INVENTION: CC CHEMOKINE RECEPTOR 5 DNA, NEW ANIMAL MODELS 
TITLE OF INVENTION: AND THERAPEUTIC AGENTS FOR HIV INFECTION 
NUMBER OF SEQUENCES: 9 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Fish & Richardson P.C. 

STREET: 4225 Executive Square, Suite 1400 

CITY: La Jolla 

STATE : CA 

COUNTRY : USA 

ZIP: 92037 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC- DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 1 0/4 3 9 , 84 5 

FILING DATE: 

CLASSIFICATION: 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 08/864,458 

FILING DATE: May 28, 1997 

APPLICATION NUMBER: Provisional 60/018,508 

FILING DATE: May 28, 1996 

CLASSIFICATION: 
ATTORNEY / AGENT INFORMATION: 

NAME: Haile, Lisa A. 

REGISTRATION NUMBER: 38,34 7 

REFERENCE/DOCKET NUMBER: 08830/030001 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 619/678-5070 

TELEFAX: 619/678-5099 
; INFORMATION FOR SEQ ID NO: 8: 
; SEQUENCE CHARACTERISTICS: 

LENGTH: 360 amino acids 

TYPE: amino acid 

TOPOLOGY: linear 
MOLECULE TYPE: peptide 
US-10-439-845-8 



Query Match 100.0%; Score 1900; DB 12; Length 360; 

Best Local Similarity 100.0%; Pred. No. 1.5e-150; 



Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 



0; 



Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

IIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIMMIIIIIIIIIIIIIIIIIIMM 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLVVLILINCKKLKCLTDI YLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

IIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIII 

Db 61 MLVVLILINCKKLKCLTDI YLLNLAI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 12 0 

Qy 121 HIGYFGGI FFI ILLTIDRYLAI VKAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTK 180 

IIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 121 HIGYFGGIFFTILLTIDRYLAIVHAVFALKARTVTFGWTSV1TWLVAVFASVPGIIFTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNI LGLVLPLLIMVI CYSGILKTLLRCRNEKKRHR 24 0 

IIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIII 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNI LGLVLPLLIMVI CYSGILKTLLRCRNEKKRHR 24 0 

Qy 241 AVRVIFTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 

Db 241 A VRVIFTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 3 00 

Qy 3 01 NP I I YAFVGEKFRRYLS VFFRKH I TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 

IIIIIIIIIIMIMIIIIIIIIIIIIIMIIMIIIIIMIMIIMMIIIIIIMII 

Db 301 NP 1 1 YAFVGEKFRRYLSVFFRKHI TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 5 

US-10-225-567A-460 

; Sequence 460, Application US/10225567A 

; Publication No. US20030113798A1 

; GENERAL INFORMATION: 

; APPLICANT: Lifespan Biosciences 

; APPLICANT: Brown, Joseph P. 

APPLICANT: Burmer, Glenna C. 
; APPLICANT: Roush, Christine L. 

; TITLE OF INVENTION: ANTIGENIC PEPTIDES AND ANTIBODIES FOR G PROTEIN -COUPLED 

RECEPTORS (GPCRS) 

; FILE REFERENCE : 1920-4-4 

; CURRENT APPLICATION NUMBER: US/10/225 , 567A 

; CURRENT FILING DATE: 2001-12-19 

; PRIOR APPLICATION NUMBER: 60/257,144 

; PRIOR FILING DATE: 2000-12-19 

; NUMBER OF SEQ ID NOS : 2292 

SOFTWARE: Patentln version 3.1 
; SEQ ID NO 460 

LENGTH : 360 

TYPE: PRT 

ORGANISM : Homo sapiens 
US-10-225-567A-460 



Query Match 100.0%; Score 1900; DB 15; Length 360; 

Best Local Similarity 100.0%; Pred . No. 1.5e-15G; 

Matches 360; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
QY 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

! ! ! [ ( 1 1 ( 1 1 1 1 1 [ 1 1 1 ( 1 1 ! 1 1 ( ( 1 1 1 ! { 1 11 ( I ( 1 1 1 ! I ( ( 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 



Db 



1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVF I FGFVGN 60 



Qy 61 MLWLILINCKKLKCLTDI YLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

IIMIIIIMMIMIIIIMIMIIMMIMIIIIIIIMMIIIIMIIIIIMIII 

Db 61 ML WLI L I NCKKLKCLTD I YLLNLA I S DLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGIFF 1 1 LLTI DRYLAI VHAVFALKARTVTFGVVTSVI TWLVAVFASVPGI I FTK 180 

1 1 1 M 1 1 1 1 M 1 1 1 1 1 1 1! I ! 1 1 ! 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 M [ 1 1 M I II 

Db 121 HIGYFGGIFF I I LLTI DRYLAI VHAVFALKARTVTFGVVTSVI TWLVAVFASVPGI I FTK 180 

Qy 181 CQKEDS VYVCGPYFPRGWNNFHTI MRN I LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHR 24 0 

IMIIIMIIIIIIIIIIIIIIIIMIIIIIIMIMIIIIIIIIIIIIIIIIIMIIM 

Db 181 CQKEDS VYVCGPYFPRGWNNFHTI MRN I LGLVLPLLI MVI CYSGI LKTLLRCRN EKKRHR 240 

Qy 241 AVR VI FTI M I VYFLFWTP YN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IIIIIMMIIMIMIMMMMIIIIIIMMIMMIIIIIIIMIIIIIIMIII 

Db 241 AVRVI FTI M I VYFLFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 3 01 NP I I YAFVGEKFRRYLSVFFRKHI TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

MMIIIIMIIIIIIIIIIIIIMIIIIIIIIIMIIIIIIIMMMIIIIIIIIMI 

Db 3 01 NPI I YAFVGEKFRRYLSVFFRKHI TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 6 

US-09-131-827A-20 

; Sequence 20, Application US/09131827A 

; Patent No. US20020038469A1 

; GENERAL INFORMATION: 

; APPLICANT: Dean, Michael 

; APPLICANT: O'Brien, Stephen J. 

; APPLICANT: Smith, Michael 

; APPLICANT: Carrington, Mary 

; TITLE OF INVENTION: DELAYED PROGRESSION TO AIDS BY A 
; TITLE OF INVENTION: MISSENSE ALLELE OF THE CCR2 GENE 
; FILE REFERENCE: 14014.0333 

; CURRENT APPLICATION NUMBER: US/ 0 9/ 13 1 , 8 27A 

; CURRENT FILING DATE: 1998-08-10 

; PRIOR APPLICATION NUMBER: 60/055,659 

; PRIOR FILING DATE: 1997-08-14 

; NUMBER OF SEQ ID NOS : 2 0 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 2 0 

LENGTH: 360 

TYPE : PRT 

ORGANISM: Homo sapiens 
US-09-131-827A-20 



Query Match 99.9%; Score 18 99; DB 9; Length 360; 

Best Local Similarity 99.7%; Pred. No. 1.8e-150; 

Matches 359; Conservative 1; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIIIIII 
Db 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLWLILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

MhMIHMIIIMIIMIMIIMNIMI MIMMIMIIMIMMIMIIIM 



Db 



61 MLVILILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 



Qy 121 HIGYFGGI FF I ILLTIDRYLAI VHAVFALKARTVTFG WTS VI TWLVAVFASVPG I IFTK 180 

IIMIMMIMMIMIIMMIMIMIIIIIMIIIMIIIIMMIIIIIIIMII 

Db 121 HIGYFGGIFFI ILLTIDRYLAI VHAVFALKARTVTFGWTSVITWLVAVFASVPGI IFTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

IIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIII 
Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 3 00 

MIIIIIIIIIMIIIIIIIMIMIIMIIIIIMIIIIMMMMIMMIIIMII 

Db 241 AVRVI FTI M I VYFLFWTP YN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCC I 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 36 0 

MIIMIIIMMIIMIIIIIIIMIIMIMIIIMIIIIIIIMIIIIIMIIIIII 

Db 3 01 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 7 

US-09-826-509-473 

; Sequence 473, Application US/09826509 

; Publication No. US20030204073A1 

; GENERAL INFORMATION: 

; APPLICANT: Lehmann-Bruinsma, Karin 

; APPLICANT: Liaw f Chen W. 

; APPLICANT: Lin, I -Lin 

; TITLE OF INVENTION: No. US2 003 02 04 073A1 - Endogenous , Const itut lvely Activated 
Known G 

; TITLE OF INVENTION: Protein-Coupled Receptors 
; FILE REFERENCE: AREN-207 

; CURRENT APPLICATION NUMBER: US/09/826,509 

; CURRENT FILING DATE: 2001-04-05 

; PRIOR APPLICATION NUMBER: 60/195,747 

; PRIOR FILING DATE : 2000-04-07 

; PRIOR APPLICATION NUMBER: 09/170,496 

; PRIOR FILING DATE: 1998-10-13 

; NUMBER OF SEQ ID NOS : 58 9 

SOFTWARE: Pa tent In Version 2.1 
; SEQ ID NO 473 
LENGTH: 360 
TYPE : PRT 

ORGANISM: Homo sapiens 
US-09-826-509-473 

Query Match 99.7%; Score 1894; DB 12; Length 360; 

Best Local Similarity 99.7%; Pred. No. 4.7e-150; 

Matches 359; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 
Qy 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

IIMIIIIIIIIIIIIIMMIMIIIIIIIIIIIIIIIMIIIIIMIIIIIIIIIIII 

Db 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLVVLILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

IIIIIMIIIMIIIIMIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIMIII 

Db 61 MLWLILINCKKLKCLTDI YLLNLAI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 



Qy 121 HIGYFGGI FFI ILLTIDRYLAI VHAVFALPCARTVTFGVVTSVITWLVAVFASVPGI IFTK 180 

IIIMIMIIIIIIMMIIIMIMIMIIIMIIMIIMIIIMMIIMIIIIIII 

Db 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 18 0 

Qy 181 CQKEDS VYVCGP YFPRGWNNFHTI MRN I LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHR 24 0 

IIIIIIIIIMIIMIIMIIIIIIIIMIIIIIIIIMIIIIIIIMIIIIIIIIIIII 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNI LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHR 240 

Qy 241 AVRV I FT I M I VY FLFWT P YN I V I LLNTFQEF FGLSNCESTSQLDQATQVTETLGMTHCC I 300 

I IIIMIIIIIIIIIIIIIIIIIIIIIIMIIIMIIIMIIIIIIIIMIIIIIIIII 

Db 241 AKRVI FTIMI VYFLFWTPYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI IYAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 36 0 

I II I M II M M I II II M M I M I M I II I M I M I II M M I M 1 1 1 M II II I M 1 1 

Db 3 01 NPI I YAFVGEKFRRYLSVFFRKHI TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 36 0 



RESULT 8 
US-09-938-719-7 

; Sequence 7, Application US/09938719 
; Patent No. US20020106742A1 
GENERAL INFORMATION: 

APPLICANT: SAMSON , MICHEL 

PARMENTIER , MARC 
VASSART, GILBERT 
LIBERT, FREDERICK 
TITLE OF INVENTION : ACTIVE AND INACTIVE CC-CHEMOKINES RECEPTOR 

AND NUCLEIC ACID MOLECULES ENCODING SAID RECEPTOR 
NUMBER OF SEQUENCES: 17 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Knobbe , Martens, Olson & Bear 
STREET: 620 Newport Center Drive 16th Floor 
CITY: Newport Beach 
STATE: CA 
COUNTRY: U.S.A. 
ZIP: 92660 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 (EPO) 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/938,719 

FILING DATE: 24-Aug-2001 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 09/626,939 

FILING DATE: 27-JULY-2000 
ATTORNEY/ AGENT INFORMATION: 

NAME: Altman, Daniel E 

REGISTRATION NUMBER: 34,115 

REFERENCE/DOCKET NUMBER: <Unknown> 
INFORMATION FOR SEQ ID NO: 7: 
; SEQUENCE CHARACTERISTICS: 

LENGTH: 360 amino acids 

TYPE: amino acid 

STRANDEDNESS : single 



TOPOLOGY: linear 
MOLECULE TYPE: No. US2 002 01 06742Ale 
SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
US-09-938-719-7 

Query Match 98.6%; Score 1873; DB 10; Length 360; 

Best Local Similarity 98.3%; Pred. No. 2.7e-148; 

Matches 354; Conservative 2; Mismatches 4; Indels 0; Gaps 0; 

Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

IIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIMIIIIIIII 
Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

Qy 61 MLWLILINCKKLKCLTDI YLLNLAI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

IMIIIIIIIIIMMIIIIIIIIIIIIIIhllMIMMIIIIIIIIMIIIMIIM 

Db 61 MLWLI LI NCKKLKCLTD I YLLNLAI S DLL F I ITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGIFFIILLTIDRYLAIVP1AVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

1 1 1 1 11 11 11 1 1 1 M M I M 1 1 1 1 M II M 1 1 1 M I II M 1 1 M M 1 1 1 ! I M 1 1 M II I 

Db 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

Qy 181 CQKEDS VYVCGPYFPRGWNNFHTI MRNI LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHR 24 0 

IIIIIIIIIMIIIIIIIIIIMIIIIMIIIIIIIIIIIIIIIIIIIIIIMMIIIII 
Db 181 CQKEDS VYVCGPYFPRGWNNFHT I MRN I LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FT I M I VYFLFWTP YN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCC I 3 00 

iiiiiiiMiiiiiiiiiiiMiiiiiiiiiiMiiiiiiiiiiM 1 1 1 1 1 r r i j r 1 1 1 

Db 241 AVRVI FTI M I VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQAI QVTETLGMTHCCI 3 00 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

1 1 1 M 1 1 1 M 1 1 1 1 1 :[ 1 1 1 1 1 1 1 MMIIMIIMIIIIIMIMIIIMMIIII 

Db 301 NPI I YAFVGEKFRRYISVFFRKHIXXXFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 9 
US-09-939-226-7 

; Sequence 7 , Application US/09939226 
; Patent No. US20020110805A1 
GENERAL INFORMATION: 

APPLICANT: SAMSON , MICHEL 

PARMENTIER , MARC 
VASSART, GILBERT 
LIBERT, FREDERICK 
TITLE OF INVENTION: ACTIVE AND INACTIVE CC-CHEMOKINES RECEPTOR 

AND NUCLEI C ACID MOLECULES ENCODING SAID RECEPTOR 
NUMBER OF SEQUENCES: 17 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Knobbe, Martens, Olson & Bear 
STREET: 620 Newport Center Drive 16th Floor 
CITY: Newport Beach 
STATE : CA 
COUNTRY: U.S.A. 
ZIP : 92660 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC- DOS/MS -DOS 



SOFTWARE: Patentln Release #1.0, Version #1.25 (EPO) 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 09/93 9, 22 6 

FILING DATE: 24-Aug-2001 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 09/626,939 

FILING DATE: 2000-07-27 
ATTORNEY/ AGENT INFORMATION: 
; NAME: Altman, Daniel E 

REGISTRATION NUMBER: 34,115 

REFERENCE/DOCKET NUMBER: <Unknown> 
INFORMATION FOR SEQ ID NO: 7: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 360 amino acids 

TYPE: amino acid 

STRANDEDNESS : s ingl e 

TOPOLOGY: linear 
MOLECULE TYPE: No. US20020110805Ale 
SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
US-09-939-226-7 

Query Match 98.6%; Score 1873; DB 10; Length 360; 

Best Local Similarity 98.3%; Pred. No. 2.7e-148; 

Matches 354; Conservative 2; Mismatches 4; Indels 0; Gaps 0; 



Qy 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

II MINIMI Ml MINIM Mill MINN 111 Ml MINIM I MINIM III 

Db 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 6 0 

Qy 61 MLWLI LI NCKKLKCLTDI YLLNLAI SDLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

I I I f e 1 1 1 1 1 1 1 1 1 1 e 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r ^ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j r i r 1 1 1 1 1 1 1 1 1 

Db 61 MLWL I LI NCKKLKCLTDI YLLN LA I SDLLF 1 1 TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

I M MINI M I ! ML MMI I IT III !M I MINI 

Db 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

INN INN M II MIMMM III MM II II III Mil III MINI I INN INI 

Db 181 CQKEDSVYVCG P YFPRGWNNFHTI MRNI LGLVLPLL I MVI CYSG I LKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

NNINNNNMIIIIIIININIMIIIIMIIIMNNI I ! I M I I 1 1 I I II 

Db 241 AVRVI FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQAIQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

1 1 1 1 ) 1 1 F I F 1 1 1 1 1 = 1 1 1 1 1 1 1 1 MIMMNIMMMNNNNIIINIIN 

Db 301 NPI I YAFVGEKFRRYISVFFRKHIXXXFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



RESULT 10 
US-09-938-703-7 

; Sequence 7, Application US/09938703 
; Patent No. US200201 10870A1 
GENERAL INFORMATION: 

APPLICANT: SAMSON, MICHEL 



PARMENTIER, MARC 
VASSART, GILBERT 
LI BERT, FREDERICK 
TITLE OF INVENTION : ACTIVE AND INACTIVE CC-CHEMOKINES RECEPTOR 

AND NUCLEI C ACID MOLECULES ENCODING SAID RECEPTOR 
NUMBER OF SEQUENCES: 17 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Knobbe , Martens, Olson & Bear 
STREET: 620 Newport Center Drive 16th Floor 
CITY: Newport Beach 
STATE: CA 
COUNTRY : U.S.A. 
ZIP: 92660 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER : IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE : Patentln Release #1.0, Version #1.25 (EPO) 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/938,703 
FILING DATE: 24-Aug-2001 
CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 09/626,939 
FILING DATE: 2000-07-27 
ATTORNEY/AGENT INFORMATION: 
NAME: Altman, Daniel E 
REGISTRATION NUMBER: 34,115 
REFERENCE/DOCKET NUMBER: <Unknown> 
INFORMATION FOR SEQ ID NO: 7: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 36 0 amino acids 
TYPE: amino acid 
STRANDEDNESS : s ingl e 
TOPOLOGY: linear 
MOLECULE TYPE: No. US2 0 02 0 1 1 08 7 OAle 
SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
US-09-938-703-7 

Query Match 98.6%; Score 1873; DB 10; Length 360; 

Best Local Similarity 98.3%; Pred. No. 2.7e-148; 

Matches 354; Conservative 2; Mismatches 4; Indels 0; Gaps 0; 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

IIIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIIIMMIIIIIIIIIMIMIIMII 

Db 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLVVLILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

MIIIIIIIIIIIMIIMIIIMMIIIIhlMIIIIIIIIIIIIIIIIIMIIIIII 

Db 61 MLWLI LI NCKKLKCLTD I YLLNLAI SDLLF 1 1 TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HI GYFGG I FF 1 1 LLTI DR YLAI VHAVFALKARTVTFGVVTS VI TWLVAVFASVPG 1 1 FTK 180 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 
Db 121 H I GYFGG I FF 1 1 LLTI DR YLAI VT1AVFALKARTVTFGVVTSVI TWLVAVFASVPG 1 1 FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

llllllllllllllllllllllllllllllillllllllllllllllMIIIIIIIIIII 



Db 



181 CQKEDSVYVCGPYFPRGWNNFHTIMRNI LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHR 240 



Qy 



24 1 AVRVI FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 



Db 



241 AVRVI FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQAIQVTETLGMTHCCI 3 00 



Qy 



301 NPII YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 



Db 




RESULT 11 
US-10-164-649-51 

; Sequence 51, Application US/10164649 
; Publication No. US20030162943A1 
; GENERAL INFORMATION: 



APPLICANT: Graham, Gerard J. et al. 

TITLE OF INVENTION: No. US20030162943Alel Molecules of the G Protein- 



N UMBER OF SEQUENCES : 56 
CORRESPONDENCE ADDRESS: 
; ADDRESSEE: LAHIVE & COCKFIELD, LLP 

STREET: 28 State Street 

CITY: Boston 

STATE: Massachusetts 

COUNTRY: USA 

ZIP: 02109 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS- DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 10/164,64 9 

FILING DATE: 07-Jun~2002 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US/ 0 9/ 04 5 , 58 3 

FILING DATE: 20-MAR-1998 
ATTORNEY/AGENT INFORMATION: 

NAME: Mandragouras , Amy E. 

REGISTRATION NUMBER: 3 6,2 07 

REFERENCE/DOCKET NUMBER: MNI-044 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (617)227-7400 

TELEFAX: (617)742-4214 
INFORMATION FOR SEQ ID NO: 51: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 360 amino acids 

TYPE: amino acid 

TOPOLOGY: linear 
MOLECULE TYPE: peptide 
FRAGMENT TYPE: internal 
SEQUENCE DESCRIPTION: SEQ ID NO: 51: 
US-10-164-649-51 



Coupled 



Query Match 



97.3%; Score 1849; DB 12; Length 360; 



Best Local Similarity 97.2%; Pred. No. 2.7e-146; 

Matches 350; Conservative 5; Mismatches 5; Indels 0; Gaps 0; 



Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 6 0 

Illlllllllllll IIMIIIIIIIIIIMIIMIMIIIIIIIIIIIMIIIIIIMI 

Db 1 MLSTSRSRFI RNTNGSGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 6 0 

Qy 61 MLWLILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Illlllllllllll IIIIIIIIIIIMIIIIMIIIIIIIIIIIIIIIIIMIIMIII 

Db 61 MLWLILINCKKLKSLTDI YLLNLAI SDLLFLITLPLWAHSAANEVJVFGNAMCKLFTGLY 120 

Qy 121 H I G Y FGG I F F 1 1 LLT I DR YLiAI VHA VFALKARTVTFG WTS V I TWLVAVFAS VPG 1 1 FTK 180 

I I I I IIMIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIMIIIIIIIIM 
Db 121 HIGYLGGI FFI I LLTI DRYLAI VHA VFALKARTVTFGVVTSVI TWLVAVFAS VPGI 1 FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 24 0 

ihiiiihiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

Db 181 CQEEDSVYI CGPYFPRGWNNFHTIMRNI LGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

Qy 241 AVRVIFTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

llhlllMIIIIMIIIIIIIIIIIIIIIIIIIIIIMI III, II; L I', 

Db 241 AVRLI FTI MI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTRQLDQATQVTETLGMTHCCI 300 

Qy 301 NPIIYAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

MllllllllllllllhlllhllMIIIIIIIIIIIIIIIIIIIIIIII llllllll 
Db 301 NPI I YAFVGEKFRRYLSMFFRKY I TKRFCKQCPVFYRETVDGVTSTNTPSTAEQEVSAGL 360 



RESULT 12 
US-09-104-792-3 

Sequence 3, Application US/09104792 
Patent No. US20020019026A1 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



Soppet , 
Yi, Li 
Ruben, 
Rosen, 



Daniel R. 



Steven M. 
Craig A. 

TITLE OF INVENTION: HUMAN G- PROTEIN RECEPTOR HGBER32 
NUMBER OF SEQUENCES: 7 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: CARELLA, BYRNE, BAIN , GILFILLAN , CECCHI , 

ADDRESSEE: STUART & OLSTEIN 

STREET: 6 Becker Farm Road 

CITY: Roseland 

STATE: New Jersey 

COUNTRY : USA 

ZIP: 07068 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC -DOS /MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER : US/ 09 / 1 04 , 792 

FILING DATE: 

CLASSIFICATION: 
PRIOR APPLICATION DATA: 



APPLICATION NUMBER: US/08/461,244 
FILING DATE: 05-JUN-1995 
ATTORNEY/ AGENT INFORMATION: 
NAME: Ferraro, Gregory D. 
REGISTRATION NUMBER: 36,134 
REFERENCE/DOCKET NUMBER: 325800-445 
TELECOMMUNICATION INFORMATION: 
TELEPHONE : 201-994-1700 
TELEFAX : 201-994-1744 
INFORMATION FOR SEQ ID NO: 3: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 347 amino acids 
TYPE: amino acid 
STRANDEDNESS : 
TOPOLOGY: linear 
MOLECULE TYPE; protein 
US-09-104-792-3 

Query Match 96.7%; Score 1838; DB 9; Length 347; 

Best Local Similarity 100.0%; Pred. No. 2.1e-145; 

Matches 347; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 14 NESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LINCKKL 73 

r> IN 'l : L || I I I >|;i i!L I llilll I II 1 

Db 1 NESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LINCKKL 60 

Qy 74 KCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI I L 133 

M I M I M M 11 M ! M M M 1 1 II 1 1 M 11 M I M I M 11 1 M M I M M II M I M ( I 

Db 61 KCLTDI YLLNLA I SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYH I GYFGGI FF 1 1 L 120 

Qy 134 LT I DR YLA I VHAVFALKARTVTFG WTS VI TWL VAVFAS VPG 1 1 FTKCQKEDS VYVCG P Y 193 

I I ' I ! , I ! I 1 ; I I ■ I ; I i I I I , I 1 I ■ I ; ' ' ! ' ; ! I I 1 , ■ I 

Db 121 LT I DRYLA I VHAVFALKARTVTFG VVTS VI TWLVAVFASVPGI I FTKCQKEDS VYVCGPY 180 

Qy 194 FPRGWNNFHTIMRNILGLVLPLLIMVICYSGILiKTLLRCRNEKKRHRAVRVI FTIMI VYF 253 

IIIIIIIIIIIIMIIIMIIIIIIIIIIIMMIIIIIIIIIIIIIIIIIIMIIIIII 

Db 181 FPRGWNNFHTI MRN I LGLVLPLL I MVI CYSG I LKTLLRCRNEKKRHRAVR VI FTI M I VYF 240 

Qy 254 LFWTPYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFR 313 

I Ml I II MM Ml II M II Mill IN II MMMI Mill I II II 1 1 Ml I II I MM 

Db 241 LFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFR 300 

Qy 314 RYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

IMMMMMMMMMIMIIMMIIIMIIIMIIMIMM 

Db 3 01 RYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 34 7 



RESULT 13 
US-10-176-078-3 

; Sequence 3, Application US/10176078 
; Publication No. US20030165901A1 
GENERAL INFORMATION : 

APPLICANT: Soppet, Daniel R. 
Yi, Li 

Ruben, Steven M. 
Rosen, Craig A. 
TITLE OF INVENTION: HUMAN G-PROTEIM RECEPTOR HGBER32 



NUMBER OF SEQUENCES : 7 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: CAR ELLA, BYRNE , BAIN, GILFILLAN, CECCHI , 

STUART & OLSTEIN 
STREET: 6 Becker Farm Road 
CITY: Roseland 
STATE: New Jersey 
COUNTRY: USA 
ZIP: 07068 
COMPUTER READABLE FORM: 

MEDIUM TYPE; Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS -DOS 
SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/10/176 , 07 8 
FILING DATE: 21-Jun-2002 
CLASSIFICATION : <Unknown> 
ATTORNEY /AGENT INFORMATION: 

NAME: Ferraro, Gregory D. 
REGISTRATION NUMBER: 36,134 
REFERENCE/DOCKET NUMBER : 325800-44 5 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: 201-994-17 00 
TELEFAX : 201-994-1744 
INFORMATION FOR SEQ ID NO: 3: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 347 amino acids 
TYPE: amino acid 
STRANDEDNESS : <Unknown> 
TOPOLOGY: linear 
MOLECULE TYPE: protein 
SEQUENCE DESCRIPTION: SEQ ID NO: 3; 
US-10-176-078-3 

Query Match 96.7%; Score 1838; DB 12; Length 347; 

Best Local Similarity 100.0%; Pred. No. 2.1e-145; 

Matches 347; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 14 NESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLVVLILINCKKL 73 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIMIIIIIMII 

Db 1 NESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLVVLILINCKKL 60 

Qy 74 KCLTDI YLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI IL 133 

IIMMIMIIIMIIIMMIMMIMI MMIMIMIMMMIMIMIMMII 

Db 61 KCLTDI YLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGIFFI IL 120 

Qy 134 LTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPY 193 

IMMIIIIIIIIIIIIIIIIIIIIMMMIIIIIIIIIIIMIIIIIIIIIIIIIIII 

Db 121 LTI DRYLAI VHAVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTKCQKEDSVYVCGPY 180 

Qy 194 FPRGWNNFHTIMRNILGLVLPLLIMV1CYSGILKTLLRCRNEKKRHRAVRVI FTIMIVYF 253 

IMIIIIMMIIIIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIII 

Db 181 FPRGWNNFHTIMRNI LGLVLPLLIMVICYSGILKTLLRCRNEKKRHRAVRVIFTIMI VYF 240 

Qy 254 LFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINP I I YAFVGEKFR 313 

M 1 1 M II M ! 1 1 1 II II 1 1 1 1 M M 1 1 1 M M I M M 1 1! 1 1 M 1 1 1 M I M M M 1 1 1 



Db 241 LFWTPYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI IYAFVGEKFR 300 



Qy 314 RYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

IIMMIIIIMIMIIIIIMIIIIIIIIIIMIMIIIIIMMI 

Db 301 RYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 347 



RESULT 14 
US-10-239-423-63 

Sequence 63, Application US/10239423 
Publication No. US2003018688 9A1 
GENERAL INFORMATION: 
APPLICANT: FORSSMANN, Wolf-Georg; FORSSMANN , Ulf; ADERMANN , Knut ; 
APPLICANT: HEITLAND , Aleksandra; SPODSBERG , Nikolaj 

TITLE OF INVENTION: Diagnostic Agent and Medicament for Examining the 
TITLE OF INVENTION; Cell Surface Proteome of Tumor and Inflammation Cells 
and 

TITLE OF INVENTION: for Treating Tumor Diseases and Inflammatory Diseases, 

Preferably with the Aid of Specific Chemokine 
Receptor Analysis and Chemokine Receptor/Ligand 



TITLE OF INVENTION 
TITLE OF INVENTION 
Interaction 

FILE REFERENCE: 022217us 

CURRENT APPLICATION NUMBER: US/10/239 , 423 
CURRENT FILING DATE : 2002-09-23 
PRIOR APPLICATION NUMBER: DE10016013.1 
PRIOR FILING DATE: 2000-03-31 
NUMBER OF SEQ ID NOS : 84 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO 63 
LENGTH : 3 74 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: 

OTHER INFORMATION: Amino Acid Sequence for the Generation of Antibodies 
US-10-239-423-63 

Query Match 86.9%; Score 1651.5; DB 12; Length 374; 

Best Local Similarity 95.5%; Pred. No. 8.1e-130; 

Matches 319; Conservative 3; Mismatches 5; Indels 7; Gaps 3; 
Qy 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVF I FGFVGN 60 

IIIIIIMIIIIIMIMIIIIIIIIIIIMIIIIIIIMIIIIIIIIIIIMIIIIIII 

Db 1 MLSTSRSRFI RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLWLI L I NCKKLKCLTD I YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

1 1 ; : 1 1 I : , I 1 1 1 I i 1 1 1 1 > I 1 1 1 , ' I 1 1 < 1 , , I ' 1 1 1 ; ! , ' 1 1 1 1 1 , I I ' I 

Db 61 MLWLI L I NCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HI GYFGG I FF 1 1 LLTI DRYLA I VHAVFALKARTVTFGWTS VI TWLVAVFAS VPG 1 1 FTK 180 

IIIIIIIMIMIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIMIIM 

Db 121 HIGYFGGIFFI I LLT I DRY LA I VHAVFALKARTVTFGWTS VI TWLVA VFASVPG 1 1 FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNI LGLVLPLLIMVI CYSGILKTLLRCRNEKKRHR 240 

IIIMMIIIIIMIIIMIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIMI 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNI LGLVLPLLIMVICYSG I LKTLLRCRNEKKRHR 240 



Qy 241 AVRV1 FTI M I VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IMIIMIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMI 

Db 241 AVRVI FTI MI VYFLFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPV 334 

Illllllllllll hi II h 
Db 301 NPI IYAFVGEKFR SLF HIALG- CRIAPL 327 



RESULT 15 
US-09-779-879A-9 

Sequence 9, Application US/09779879A 
Patent No. US20020048786A1 
GENERAL INFORMATION: 
APPLICANT: Rosen, Craig A. 
APPLICANT: Roschke, Viktor 
APPLICANT: Li, Yi 
APPLICANT: Ruben, Steven, M. 

TITLE OF INVENTION: Human G-protem Chemokine Receptor (CCR5) HDGNR10 
FILE REFERENCE: 1488.115000A 
CURRENT APPLICATION NUMBER : US/09/779 , 8 79A 
CURRENT FILING DATE : 2001-02-09 
PRIOR APPLICATION NUMBER: US 60/181,258 
PRIOR FILING DATE: 2000-02-09 
PRIOR APPLICATION NUMBER: US 60/187,999 
PRIOR FILING DATE: 2000-03-09 
PRIOR APPLICATION NUMBER: US 60/234,336 
PRIOR FILING DATE: 2000-09-22 
NUMBER OF SEQ ID NOS : 58 
SOFTWARE: Patentln version 3.0 
SEQ ID NO 9 
LENGTH: 344 
TYPE : PRT 

ORGANISM: Homo sapiens 
US-09-779-879A-9 

Query Match 82.6%; Score 1568.5; DB 9; Length 344 ; 

Best Local Similarity 95.3%; Pred . No. 6.1e-123; 

Matches 302; Conservative 3; Mismatches 5; Indels 7; Gaps 3, 
Qy 18 EEVTTFFDYDYGAPCHKFDVKQ I GAQLLPPLYSLVFIFGFVGNMLWLI LI NCKKLKCLT 77 

MMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIMIIII 

Db 1 EEVTTFFDYDYGAPCHKFDVKQ IGAQLLPPLYSLVF I FGFVGNMLVVLI LI NCKKLKCLT 60 

Qy 78 D I YLLNLA I SDLLFL I TL PLWAHSAANEWVFGNAMCKLFTGL YH I GYFGG I FF 1 1 LLT I D 137 

IMIIMIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMIIMII 

Db 61 DI YLLNLAI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI I LLTID 120 

Qy 138 RYLA I VHAVFALKARTVTFGWTSVI TWLVAVFAS VPG 1 1 FTKCQKEDSVYVCGP YF PRG 197 

IIIIIIMIIIIIMIIIIIIIIIIIIIMMIMIIIIIIIIIIIIIIMIMIIIMI 

Db 121 RYLAI VHAVFALKARTVTFGWTSVI TWLVAVFAS VPGI I FTKCQKEDSVYVCGPYFPRG 18 0 

Qy 198 WNNFHTI MRN I LGLVLPLLI M VI CYSG I LKTLLRCRNEKKRHRAVRVI FTI MI VYFLFWT 257 

IIIIIIIIIIIIIIMIIMIIIMIIIMIIIIIIIIIMIMIIIIIIMIIIIIIII 

Db 181 WNNFHTI MRN I LGLVLPLLI MVI CYSG I LKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWT 240 



Qy 



258 PYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI NP I I YAFVGEKFRR YLS 317 



Db 241 PYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPIIYAFVGEKFR S 297 

Qy 318 VFFRKHITKRFCKQCPV 334 

U II h h 

Db 298 LF HIALG-CRIAPL 310 



Search completed: November 25 , 2003, 23:26:06 
Job time : 32 sees 



GenCore version 5.1.6 
Copyright (c) 1993 - 2003 Compugen Ltd 



OM protein - protein search, using sw model 
Run on : 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



November 25, 2003, 23:16:34 ; Search time 20 Seconds 

(without alignments) 
1731.036 Million cell updates/sec 

US-09-625-573-4 
1900 

1 MLSTSRSRFI RNTNESGEEV DGVTSTNTPSTGEQEVSAGL 360 

BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 283308 seqs, 96168682 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing : Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



283308 



Database 



PIR_76: * 
pirl : * 
pir2 : * 
pir3 : * 
pir4 : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



Query 



No. 


Score 


Match 


Length 


DB 


ID 


1 


1900 


100 


0 


360 


2 


JC2443 


2 


1651 .5 


86 


9 


374 


2 


138450 


3 


1364 


71 


8 


352 


2 


A43113 


4 


1036 


54 


5 


355 


2 


A45177 


5 


1010.5 


53 


2 


359 


2 


149341 


6 


963 . 5 


50 


7 


355 


2 


149339 


7 


951 


50 


1 


355 


2 


G02436 


8 


871 


45 


8 


360 


2 


JC4587 


9 


862 . 5 


45 


4 


360 


2 


A57160 


10 


822.5 


43 


3 


383 


2 


S55594 


11 


778 . 5 


41 


0 


356 


2 


149340 


12 


751 


39 


5 


355 


2 


JC5067 


13 


722.5 


38 


0 


354 


2 


158186 



Description 



chemokine (C-C) re 
chemokine (C-C) re 
chemokine (C-C) re 
chemokine (C-C) re 
MIP-1 alpha recept 
macrophage in f 1 amm 
chemokine (C-C) re 
chemokine (C-C) re 
chemokine (C-C) re 
G protein-coupled 
MIP-1 alpha recept 
G protein-coupled 
probable G protein 



14 


708 


37 , 


.3 


355 


2 


JC4304 


orphan G protein-c 


15 


649. 5 


34 . 


. 2 


344 


2 


JC5942 


chemokine receptor 


16 


581 . 5 


30 . 


. 6 


378 


2 


B55735 


lymphocyte - spec i f i 


17 


569 


29 , 


. 9 


378 


2 


A55735 


G protein-coupled 


18 


567 . 5 


29 . 


. 9 


378 


2 


A45680 


G protein-coupled 


19 


563 


29. 


. 6 


369 


2 


JC5068 


G protein-coupled 


20 


547 


28 , 


.8 


360 


2 


A53611 


interleukin-8 rece 


21 


540 . 5 


28 , 


.4 


355 


2 


JQ1231 


interleukm-8 rece 


22 


540.5 


28 . 


. 4 


359 


2 


A48921 


interleukin-8 rece 


23 


536.5 


28 . 


.2 


358 


2 


A53752 


interleukin-8 rece 


24 


532. 5 


28 , 


. 0 


356 


2 


S42096 


interleukin-8 rece 


25 


532 


28 , 


, 0 


367 


2 


JE0349 


interferon- indue ib 


26 


528 .5 


27 , 


. 8 


333 


2 


165989 


G protein-coupled 


27 


528 . 5 


27 , 


. 8 


350 


2 


A39445 


interleukin-8 rece 


28 


515 . 5 


27 , 


. 1 


352 


2 


G00048 


fusin (LESTRA) - c 


29 


515 


27 


. 1 


353 


2 


S28787 


neuropeptide Y/pep 


30 


512 . 5 


27 , 


. 0 


352 


2 


A45747 


neuropeptide Y/pep 


31 


495.5 


26 , 


. 1 


350 


2 


JN0621 


G protein-coupled 


32 


486. 5 


25 


.6 


359 


2 


S15403 


angiotensin II rec 


33 


480 . 5 


25 


. 3 


359 


2 


A42656 


angiotensin II rec 


34 


480 


25 , 


. 3 


374 


2 


S42628 


G protein-coupled 


35 


475.5 


25, 


. 0 


359 


2 


JC2134 


angiotensin II rec 


36 


474 . 5 


25 , 


. 0 


359 


2 


JC1104 


angiotensin II rec 


37 


474.5 


25, 


. 0 


359 


2 


S44425 


angiotensin II rec 


38 


472.5 


24 


. 9 


359 


2 


JH0621 


angiotensin II rec 


39 


471 . 5 


24 


. 8 


359 


2 


JQ1516 


angiotensin II rec 


40 


469.5 


24 , 


. 7 


359 


2 


JC1194 


angiotensin II rec 


41 


468 . 5 


24 


. 7 


359 


2 


151372 


angiotensin II rec 


42 


466 


24 


. 5 


359 


2 


A48857 


angiotensin II rec 


43 


465 . 5 


24 , 


. 5 


374 


2 


S32785 


G protein-coupled 


44 


465 


24 . 


. 5 


327 


2 


S56162 


MDCR15 protein - h 


45 


465 


24 , 


. 5 


372 


2 


S26667 


G protein-coupled 



ALIGNMENTS 



RESULT 1 
JC2443 

chemokine (C-C) receptor 2, splice form B - human 

N; Alternate names: C-C CKR-2; monocyte chemoat tractant protein 1 receptor ,- 
monocyte chemotactm 1 receptor 
C; Species: Homo sapiens (man) 

C;Date: 21-Feb-1995 #sequence_revision 05-Apr-1995 #text_change 20-Jun-2000 
C;Accession: JC2443; 138463 

R;Yamagami, S . ; Tokuda, Y . ; Ishii, K. ; Tanaka, H. ; Endo, N. 
Biochem. Biophys . Res. Commun . 2 02, 1156-1162, 1994 

A; Title: cDNA cloning and functional expression of a human monocyte 
chemoattractant protein 1 receptor. 

A; Reference number: JC2443; MUID: 94324942 ; PMID:8048929 
A /Access ion: JC24 43 
A /Molecule type: mRNA 
A/Residues : 1-360 <YAM> 

A; Cross -references : DDBJ : D29984 ; NID:g531246; PIDN : BAA06253 . 1 ; PID:g531247 
R;Charo, I.F.; Myers, S.J.; Herman, A.; Franci, C; Connolly, A.J. ; Coughlin, 
S.R. 

Proc. Natl. Acad. Sci. U.S.A. 91, 2752-2756, 1994 



A; Title: Molecular cloning and functional expression of two monocyte 
chemoattractant protein 1 receptors reveals alternate splicing of the carboxyl- 
terminal tails. 

A/Reference number: A53477; MUID : 94 195821 ; PMID: 8146186 
A /Access ion : 13 84 63 
A; Status: preliminary 
A; Molecule type: mRNA 
A;Residues: 1-360 <RES> 

A; Cross-references : EMBL:U03905; NID:g4 72557; PI DN : AAA1 9120.1; PID:g472558 

C /Genetics : 

A; Gene: GDB : CMKBR2 

A; Cross-references : GDB:337364; OMIM:601267 

A ; Map position: 3p21-3p21 

C; Superf amily : vertebrate rhodopsm 

C; Keywords: alternative splicing; G protein- coupled receptor; glycoprotein; 
transmembrane protein 

F; 43 -70/Domain : transmembrane #status predicted <TM1> 
F ; 8 1 - 100/Domain : transmembrane #status predicted <TM2> 
F ; 115 -136/Doma in : transmembrane #status predicted <TM3> 
F; 154 - 178 /Domain : transmembrane #status predicted <TM4> 
F;207-226/Domain: transmembrane #status predicted <TM5> 
F; 244 -268/Domam : transmembrane tfstatus predicted <TM6> 
F;287-309/Domain: transmembrane #status predicted <TM7> 
F;14/Binding site: carbohydrate (Asn) (covalent) #status predicted 
F; 113-190/Disulf ide bonds: #status predicted 

Query Match 100.0%; Score 1900; DB 2; Length 360; 

Best Local Similarity 100.0%; Pred. Wo. 3.9e-154; 



Matches 


36 


0; Conservative 0; Mismatches 0; Indels 0; Gaps 


0 


Qy 


1 


MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 

IIIIIIIIIIIIIIIIIMIIMIIIIIIIMMIIIIIMIIIIIIMIIIIIIMIII 


60 


Db 


1 


MLSTSRSRF I RNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLP PLYSLVF I FGFVGN 


60 


Qy 


61 


ML WL I LI NCKKLKCLTD I YLLNLA I SDLLFL I TLPLWAHSAANEWVFGNAMCKLFTGL Y 


120 


Db 


61 


IIIIIIIIIIIIIMIIIMIMIIIIMIMIIIMIIIIIIIMIMIIIIIIIIIII 

ML WL I L I NCKKLKCLTD I YLLNLAI SDLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLY 


120 


Qy 


121 


H I GYFGG I F F 1 1 LLT I DRYLA I VHAVFALKARTVTFG WTS VI TWLVAVFAS VPG 1 1 FTK 


180 


Db 


121 


M 11 M 1 1 ! M 1 1 M 1 1 M M 1 II M 1 M M II 1 II 1 M 1 M 1 1 1 1 1 1 1 M M 1 1 II M 1 

H I G Y FGG I F F 1 1 LLT I DR YLA I VHAVFALKARTVTFG WTS V I TWLVAVFAS VPG 1 1 FTK 


180 


Qy 


181 


CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 


240 


Db 


181 


IIIMIMIMIIIIIIIMIIMMIIIIIIMIIIIIIMIIIIIIMMIIIIIIII 

CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 


240 


Qy 


241 


AVRVI FTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 


300 


Db 


241 


IIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIIIIIIIIMMMII 

AVRVI FTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 


300 


Qy 


301 


NPI IYAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 

MIMIIIIIIIIMMIIIMIIIMIIIIIIIMIIMIIIIMIIIIIMMIMII 


360 


Db 


301 


NPI IYAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 


360 



RESULT 2 
138450 



chemokine (C-C) receptor 2, splice form A - human 

N; Alternate names: C-C CKR-2; monocyte chemoattractant protein 1 receptor; 
monocyte chemotactin 1 receptor 
C; Species: Homo sapiens (man) 

C;Date: 16-Feb-1996 #sequence_revision 16-Feb-1996 #text_change 13-Aug-1999 
C;Accession: 138450 

R;Charo, I.F.; Myers, S.J.; Herman, A.; Franc i , C. ; Connolly, A.J.; Coughlin, 
S.R. 

Proc. Natl. Acad. Sci. U.S.A. 91, 2752-2756, 1994 

A; Title: Molecular cloning and functional expression of two monocyte 
chemoattractant protein 1 receptors reveals alternate splicing of the carboxyl 
terminal tails. 

A; Reference number: A53477; MUID : 94 1 95821 ; PMID:8146186 
A; Accession: 138450 
A; Status : preliminary 
A; Molecule type: rnRNA 
A;Residues: 1-374 <RES> 

A; Cross-references : EMBL : U03882 ; NID:g472555; PI DN : AAA1 9119. 1 ; PID:g472556 

C;Genetics : 

A; Gene: GDB : CMKBR2 

A; Cross-references: GDB : 337364 ; OMIM: 601267 

A ; Map position: 3p21-3p21 

C; Superf amily : vertebrate rhodopsin 

C; Keywords: alternative splicing; G protein-coupled receptor; glycoprotein; 
transmembrane protein 

F;44-68/Domain: transmembrane #status predicted <TM1> 

F ; 79-99/Domain : transmembrane #status predicted <TM2> 

F; 115-136/Domain: transmembrane #status predicted <TM3> 

F; 154 -178 /Domain : transmembrane tfstatus predicted <TM4> 

F;208 -226/Domain : transmembrane #status predicted <TM5> 

F; 244 -265/Domain: transmembrane tfstatus predicted <TM6> 

F; 292 -309/Domain : transmembrane #status predicted <TM7> 

F;14/Binding site: carbohydrate (Asn) (covalent) #status predicted 

F; 32-277, 113-190/Disulf ide bonds; #status predicted 

Query Match 86.9%; Score 1651.5; DB 2; Length 374; 

Best Local Similarity 95,5%; Pred. No. 5.5e-133; 

Matches 319; Conservative 3; Mismatches 5; Indels 7; Gaps 3 

Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMI 
Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQ1GAQLLPPLYSLVFI FGFVGN 6 0 

Qy 61 MLWLILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

! II ! M 1 1 1 1 M 1 1 M I M M ( I M M I M M II I M II I M II 1 1 II M 1 1 1 1 M M 1 1 

Db 61 MLVVLILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGGIFFI ILLTIDRYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTK 180 

IMMIMMIIIIIMMIMIMMMIIMIIIMIIIIMIIMIIIIIIIMIII 
Db 121 HIGYFGGIFFI ILLTIDRYLAI VHAVFALKARTVTFGWTSVITWLVAVFASVPGI I FTK 180 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

IMIMIIIIIIIIIMIIIIIIIIIIIIMMMIIMIMMMIIIIIIIIIIIIII 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 



Qy 



241 AVRVI FT I M I VYFLFWTP YN I VI LLNTFQEFFGLSNCESTSQLDQATQ VTETLGMTHCCI 3 00 



Db 



241 AVRVIFTIMIVYFLFWTPYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 



Qy 



301 NP I I YAFVGEKFRRYLSVFFRKH I TKRFCKQCPV 334 



Db 



301 NPI I YAFVGEKFR SLF HIALG-CRIAPL 327 



RESULT 3 
A43113 

chemokine (C-C) receptor 5 - human 
N; Alternate names: C-C CKR-5; CCR5 
C;Species: Homo sapiens (man) 

C;Date: 12-Jul-1996 #sequence_revis ion 12-Jul-1996 #text_change 20-Jun-2000 
C;Accession: A43113; S71808; A58834; A58832; G02653; A58833 
R;Samson, M. ; Labbe, 0.; Mollereau, C; Vassart, G.; Parmentier, M. 
Biochemistry 35, 3362-3367, 1996 

A;Title: Molecular cloning and functional expression of a new human CC-chemokine 
receptor gene. 

A;Reference number: A43113; MUID : 9624 1590 ; PMID-.8639485 
A /Accession: A4 3113 
A; Molecule type: mRNA 
A;Residues: 1-352 <SAM1> 

A; Cross-references : GB:X914 92 ; NID:gl2 62810 ; PIDN: CAA62 7 96 . 1 ; PID:gl2 62811 

R; Samson, M . ; Libert, F . ; Doranz, B.J.; Rucker, J.; Liesnard, C. ; Farber, CM.; 

Saragosti, S.; Lapoumeroul le , C. ; Cognaux, J . ; Forceille, C; Muyldermans, G.,- 

Verhofstede, C. ; Burtonboy, G. ; Georges, M. ; Imai, T. ; Rana, S.; Yi, Y. ; Smyth, 

R.J.; Collman, R.G.; Doms, R.W.; Vassart, G. ; Parmentier, M. 

Nature 382, 722-725, 1996 

A;Title: Resistance to HIV-1 infection in Caucasian individuals bearing mutant 
alleles of the CCR-5 chemokine receptor gene. 
A;Reference number: S71808; MUID : 96345670; PMID:8751444 
A /Accession: S718 08 

A;Status: nucleic acid sequence not shown; not compared with conceptual 

translation 

A; Molecule type: DNA 

A;Residues: 182 -206 ; 207-230 <SAM2> 

A; Access ion: A5 8 834 

A; Status: nucleic acid sequence not shown; not compared with conceptual 

translation 

A; Molecule type: DNA 

A; Residues: 1-184, ' IKDSHLGAGPAAACHGHLLLGNPKNSASVSK ' <SAM3> 

A; Cross-references: GB:X99393 ; NID : gl524 062 ; PIDN : CAA67767 . 1 ; PID:gl524063 
A;Note: this frameshift mutation results in a non-functional receptor but 
confers a degree of resistance to HIV-1 infection; it has an allele frequency of 
0.09 or more in some Caucasian populations and may have had a selective 
advantage by conferring resistance to Yersinia plague infections 
R;Combadiere, C. ; Ahuja, S.K.; Tiffany, H.L.; Murphy, P.M. 
J. Leukoc. Biol. 60, 147-152, 1996 

A;Title: Cloning and functional expression of CC CKR5, a human monocyte CC 
chemokine receptor selective for MlP-lalpha, MlP-lbeta, and RANTES . 
A;Reference number: A58832; MUID : 962 95970 ; PMID: 8699119 
A, -Access ion : A58832 
A; Molecule type: mRNA 
A;Residues: 1-352 <C0M1> 

A; Cross -references : GB:U5784 0; NID : gl 5024 08 ; PIDN : AAB17071 . 1; PID:gl502409 

A; Experimental source: clone 8, endotoxin -stimulated peripheral blood monocytes 

R; Combadiere, C. 



submitted to the EMBL Data Library, May 1996 
A/Reference number: H01541 
A; Accession : G02653 

A; Status : translated from GB/EMBL/DDBJ 
A /Molecule type: mRNA 
A;Residues: 1-89, 'L' , 91-352 <C0M2> 
A; Cross -references : EMBL:U578 4 0 

R;Raport, C.J.; Gosling, J.; Schweickart, V.L.; Gray, P.W.; Charo, I.F. 
J. Biol. Chem. 271, 17161-17166, 1996 

A;Title: Molecular cloning and functional characterization of a novel human CC 

chemokme receptor (CCR5) for RANTES, MlP-lbeta, and MIP- lalpha . 

A; Reference number: A58833; MUID : 96291862 ; PMID:8663314 

A /Access ion : A58833 

A;Molecule type: mRNA 

A;Residues: 1-352 <RAP> 

A; Cross-references : GB:U54 994 ; NID:gl4 57945 ; PIDN : AAC50598 . 1 ; PID:gl4 57 94 6 
C;Comment: This is a receptor for chemokines MlP-lalpha (see PIR:A30574), MIP- 
lbeta (see PIR:A31767) , and RANTES (see PIR:A28815). 

C; Comment: Macrophage- and dual -tropic strains of HIV-1 bind to a complex of 
chemokine (C-C) receptor 5 and T-cell surface glycoprotein CD4 (see PIR:RWHUT4) . 
C;Genetics : 

A;Gene: GDB : CMKBR5 ; CCR5 ; CKR-5; CC-CKR-5; CKR5 ; ChemR13 
A/Cross-references : GDB:1230510; OMIM:601373 
A ; Map position: 3p21-3p21 
C; Funct ion : 

A/Description : G protein-coupled receptor for chemokines MlP-lalpha, MlP-lbeta 
and RANTES 

A;Note: probably acts to control granulocyte proliferation and differentiation 
C;Superfamily : vertebrate rhodopsin 

C;Keywords: AIDS; G protein-coupled receptor; glycoprotein; phosphoprotein; 
transmembrane protein 

F;32-56/Domain: transmembrane #status predicted <TM1> 
F;67-87/Domain: transmembrane #status predicted <TM2> 
F; 103 -124 /Domain : transmembrane #status predicted <TM3> 
F;142-166/Domain: transmembrane #status predicted <TM4> 
F; 193 -2 18 /Domain : transmembrane #status predicted <TM5> 
F ; 23 6 -2 57/Doma in : transmembrane #status predicted <TM6> 
F;285-300/Domain: transmembrane #status predicted <TM7> 
F;20-269, 101-178/Disulf ide bonds: #status predicted 

F ; 268 /Binding site: carbohydrate (Asn) (covalent) #status predicted 
F;336, 337, 342/Binding site: phosphate (Ser) (covalent) #status predicted 
F;340, 343/Binding site: phosphate (Thr) (covalent) #status predicted 

Query Match 71.8%; Score 1364; DB 2; Length 352; 

Best Local Similarity 75.5%; Pred. No. 1.5e-108; 

Matches 259; Conservative 32; Mismatches 46; Indels 6; Gaps 2; 
Qy 24 FDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLVVLI LINCKKLKCLTDI YL 81 





Db 



0 YDINYYTSEPCQKINVKQIAARLLPPLYSLVFIFGFVGNMLVILILINCKRLKSMTDIYL 69 



Qy 



82 LNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYHI GYFGGI FFI I LLTI DRYLA 141 



Db 



70 LNLAI SDLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYF I GFFSG I FF I I LLTI DRYLA 129 




Qy 



14 2 IVHAVFALP<ARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP RG 197 



Db 



130 WHAVFALKARTVTFGWTSVITWWAVFASLPGIIFTRSQKEGLHYTCSSHFPYSQYQF 18 9 



Qy 



198 WNNFHTIMRNI LGLVLPLLIMVICYSGI LKTLLRCRNEKKRHRAVRVIFTIMI VYFLFWT 2 57 



Db 




Qy 



258 PYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 



Db 




Qy 



318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 



Db 



310 VFFQKHI AKRFCKCCSIFQQEAPERASSVYTRSTGEQEISVGL. 352 



RESULT 4 
A45177 

chemokine (C-C) receptor 1 - human 

N; Alternate names: C-C CKR-1; macrophage inflammatory protein- 1 -alpha receptor 
C; Species: Homo sapiens (man) 

C;Date: 30-Sep-1993 #sequence_revision 30-Sep-1993 #text_change 13-Aug-1999 
C;Accession: A45177; 155671 

R;Neote, K. ; DiGregorio, D.; Mak, J.Y.; Horuk, R . ; Schall, T.J. 
Cell 72, 415-425, 1993 

A;Title: Molecular cloning, functional expression, and signaling characteristics 
of a C-C chemokine receptor. 

A; Reference number: A45177; MUID: 93161416 ; PMID:7679328 
A; Accession: A4 5177 

A;Status: nucleic acid sequence not shown 
A; Molecule type: mRNA 
A;ResldueS: 1-355 <NEO> 

A; Cross-references: GB-.L10918; NID:g292416; PIDN : AAA36543 . 1 ; PID:g292417 
A; Experimental source: HL60 cells 

A;Note: sequence extracted from NCBI backbone (NCBI P : 124876) 
R; Gao , J . 

J. Exp. Med. 177, 1421-1427, 1993 

A; Title: Structure and functional expression of the human macrophage 

inflammatory 1 alpha (MI P- lalpha) /RANTES receptor. 

A; Reference number: 155671; MUID : 9324 0122 ; PMID:7683036 

A; Accession: 155671 

A;Status: preliminary; translated from GB/EMBL/DDBJ 
A; Molecule type: mRNA 
A;Residues: 1-355 <RES> 

A; Cross-references: GB-.L10918; NID-.g292416; P I DM : AAA3 654 3.1; PID:g292417 
C;Genetics : 

A; Gene: GDB : CMKBR1 ; CMKR-1 

A;Cross-references : GDB: 138446; OMIM: 601159 

A; Map position: 3p21-3p21 

C; Superf amily : vertebrate rhodopsin 

C; Keywords: disulfide bond; G protein-coupled receptor; glycoprotein; 
phosphoprotein ; transmembrane protein 

F; 36-60/Domain : transmembrane #status predicted <TM1> 
F; 71 -91/Domain: transmembrane #status predicted <TM2> 
F ; 108 - 12 9/Domain : transmembrane #status predicted <TM3> 
F ; 14 7 - 171 /Domain : transmembrane #status predicted <TM4> 
F;205-223/Domain: transmembrane #status predicted <TM5> 
F; 24 0 -264/Domain : transmembrane #status predicted <TM6> 



F; 288-305/ Doma 1 n : transmembrane #status predicted <TM7> 
F;5/Binding site: carbohydrate (Asn) (covalent) #status predicted 
F; 24 -273 , 106 -183/Disul f ide bonds: #status predicted 

F; 345/Binding site: phosphate (Ser) (covalent) (by casein kinase II) ^status 
predicted 

Query Match 54.5%; Score 1036; DB 2; Length 355; 

Best Local Similarity 56.4%; Pred. No. 1.2e-80; 

Matches 199; Conservative 56; Mismatches 90, Indels 8; Gaps 5; 

Qy 12 NTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILINCK 71 

III : II Ml II I : : V illi' I llhlllhh I 

Db 5 NTTED-YDTTTEFDYGDATPCQKVNERAFGAQLLPPLYSLVFVIGLVGNILWLVLVQYK 63 

Qy 72 KLKCLTDI YLLNLAISDLLFLITLPLWA-HSAANEWVFGNAMCKLFTGLYHIGYFGGIFF 130 

Ml I II I I I I I I I I I I I I III I : = = I I I h I I I I M I ' I • I I I 
Db 64 RLKNMTS I YLLNLA I SDLLFLFTLPFWI DYKLKDDWVFGDAMCKI LSGFYYTGLYSE I FF 123 

Qy 131 IILLTIDRYLAIVHAVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTKCQKEDSVYVC 190 

IIIMMIIIIIIMIIIIMIIIIIIhllM I = h Ihlh hi I I : : I 
Db 124 I ILLTIDRYLAI VHAVFALRARTVTFGVITSI I IWALAILASMPGLYFSKTQWEFTHHTC 183 

Qy 191 GPYFP RGWNNFHTIMRNILGLVLPLLIMVI CYSGILKTLLRCRNEKKRHRAVRVIF 246 

Ml I I I : h I I I I I I I : I : I I I H I : I III II I I 

Db 184 SLHFPHESLREWKLFQALKLNLFGLVLPLLVMI I CYTG I I KI LLRRPNEKK- SKAVRLI F 242 

Qy 247 TIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YA 306 

M h M M M M h I h • MM II : III MM IIMMMMI 

Db 243 VI MI I FFLFWTPYNLTI LI SVFQDFLFTHECEQSRHLDLAVQVTEVIAYTHCCVNPVI YA 3 02 

Qy 3 07 FVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAG 3 59 

IIMMIMI I : : II : MM MIMI hill 

Db 3 03 FVGERFRKYLRQLFHRRVAVHLVKWLPFLSVDRLERVSST-SPSTGEHELSAG 3 54 



RESULT 5 
149341 

MIP-1 alpha receptor like-2 - mouse 
C; Species: Mus musculus (house mouse) 

C;Date: 02-Jul-1996 #sequence_revis ion 02-Jul-1996 #text_change 02-Jul-1998 

C;Accession: 149341 

R ; Gao , J.L.; Murphy, P.M. 

J. Biol. Chem. 270, 17494-17501, 1995 

A;Title: Gloning and differential tissue-specific expression of three mouse beta 
chemokine receptor- like genes, including the gene for a functional macrophage 
inflammatory protein-1 alpha receptor. 

A;Reference number: 149339; MUID : 9534 0546 ; PMID: 7542241 
A;Accession: 149341 

A; Status : preliminary; translated from GB/EMBL/DDBJ 
A; Molecule type: DNA 
A;Residues: 1-359 <RES> 

A; Cross-references : EMBL:U2 84 06 ; NID:g88l551; PID: g881552 
C; Superf amily : vertebrate rhodopsm 



Query Match 53.2%; Score 1010.5; DB 2; Length 359; 

Best Local Similarity 53.5%; Pred. No. 1.8e-78; 

Matches 193; Conservative 62; Mismatches 81; Indels 25; Gaps 6; 



Qy 10 IRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILIN 69 

h III II =:h: II I : I :: I = I I I I II I II I I I hlhllllll 

Db 8 I KTWESFE- -TTPYEYEWAPPCEKVRI KELGSWLLPPLYSLVFI IGLLGNMMWLILIK 65 

Qy 70 CKKLKCLTDI YLLNLAISDLLFLITLPLWAHSAA-NEWVFGNAMCKLFTGLYHIGYFGGI 128 

\ \ ■ \ I I I I I I I I II hi I I III Ih llh =| |:: : 

Db 66 YRKLQIMTNI YLFNLAI SDLLFLFTVPFWI HYVLWNEWGFGHYMCKMLSGFYYLALYSEI 125 

Qy 129 FFI ILLTIDRYLAI VHAVFALKARTVTFGVVTSVI TWLVAVFASVPGI I FTKCQKEDSVY 188 

llllllllllllllllllllhllllll hhlll U h:| II = I 
Db 126 FFI ILLTIDRYLAI VHAVFALRARTVTFATITSI ITWGLAGLAALPEFIFHESQDSFGEF 185 

Qy 189 VCGPYFPRG WNNFHTI MRN I LGLVLPLLI MVI CYSG I LKTLLRCRNEKKRHRAVRV 244 

I I =1 I I II = II II lllhlllllllhllllll I 

Db 186 SCSPRYPEGEEDSWKRFHALRMNIFGLALPLLVMVICYSGI I KTLLRCPN-KKKHKAIRL 244 

Qy 245 IFTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I 304 

II hlhhlllllhhl : | | ::|| : || | I : I I Ih 

Db 245 I FVVMI VFFIFWTPYNLVLLFSAFHSTFLETSCEQSKHLDLAMQVTEVIAYTHCCVNPVI 304 

Qy 3 05 YAFVGEKFRRYLSVFFRKHITKRFCKQGPVFYRETV DGVTSTNTPSTGEQEV 3 56 

Db 305 YAFVGERFRKHLRLFFHRNVQ FTWENI FQFLPGEENGRTSSVSPSTGEQEI 355 

Qy 357 S 357 

Db 356 S 356 



RESULT 6 
149339 

macrophage inflammatory protein- 1 alpha receptor - mouse 
C; Species: Mus musculus (house mouse) 

C;Date: 02-Jul-1996 #sequence_revision 02-Jul-1996 #text_change 13-Aug-1999 

C; Access ion : 14 9339 

R ; Gao , J . L . ; Murphy , P.M. 

J. Biol. Chem. 270, 17494-17501, 1995 

A;Title: Cloning and differential tissue-specific expression of three mouse beta 
chemokine receptor- 1 ike genes, including the gene for a functional macrophage 
inflammatory protein- 1 alpha receptor. 

A;Reference number: 149339; MUID : 95340546 ; PMID:7542241 
A /Access ion : 14 9339 

A; Status: preliminary; translated from GB/EMBL/DDBJ 
A; Molecule type: DNA 
A;Residues: 1-355 <RES> 

A;Cross-references : EMBL:U28404; NID:g881547; PIDN:AAA89153 . 1 ; PID:g881548 
C; Superf amily : vertebrate rhodopsin 

Query Match 50.7%; Score 963,5; DB 2; Length 355; 

Best Local Similarity 52.3%; Pred . No. 1.8e-74; 

Matches 181; Conservative 65; Mismatches 89; Indels 11; Gaps 5; 

Qy 21 TTFFDYDYGAPCHKFDVKQI GAQLLPPLYSLVF I FGFVGNMLWLI LINCKKLKCLTDI Y 80 

II IN II I h II IIIIMIIMI I I I I : | | : I : ! : ::|: h II 

Db 13 TTEFDYGDSTPCQKTAVRAFGAGLLPPLYSLVFI IGWGNVLVILVLMQHRRLQSMTSI Y 72 



Qy 81 LLNLAI SDLLFLI TLPLWA - HSAANEWVFGNAMCKLFTGLYH I GYFGG I FF 1 1 LLTI DR Y 13 9 

I llhllhll III I : -IMMIIIII * I MM : IIIIIIIIIIM 
Db 73 LFNLAVSDLVFLFTLPFW I DYKLKDDW I FGDAMCKLLSGFYYLGLYS E I FF 1 1 LLTI DRY 132 

Qy 140 IAIVHAVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP-- - - 195 

IMIIIIIIMIIIII 'I II :h I : I I I I : | MM 

Db 133 LAI VHAVFALRARTVTLGI ITSI ITWALAILASMPALYFFKAQWEFTHRTCSPHFPYKSL 192 

Qy 196 RGWNNFHTIMRNI LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHRAVRVI FTIMI VYFLF 255 

: I I : |-.|lhlllhhllhlh= III I :|: Hlhll I -Ml 
Db 193 KQWKRFQALKLNLLGLILPLLVMI ICYAGI IRILLR-RPSEKKVKAVRLI FAITLLFFLL 251 

Qy 256 WTPYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRY 315 

MM : Ih : II : || I MM : MM I MM 

Db 252 WTPYNLSVFVSAFQDVLFTNQCEQSKHLDLAMQVTEVIAYTHCCVNPI I YVFVGERFWKY 311 

Qy 316 LSVFFRKHITKRFCKQCPVFYRETVDGV- -TSTNTPSTGEQEVSAG 359 

I |::|= II Ml = IM MINI Mill 

Db 312 LRQLFQRHVAI PLAKWLPFL SVDQLERTSSI SPSTGEHELSAG 354 



RESULT 7 
G02436 

chemokine (C-C) receptor 3 - human 
N; Alternate names: C-C CKR-3 
C; Species: Homo sapiens (man) 

C;Date: 21-Dec-1996 #sequence_revision 06-Jun-1997 #text_change 04-Mar-2000 
C;Accession: G02436; A57237 
R;Ponath, P.D. 

submitted to the EMBL Data Library, February 1996 
A;Reference number: H01272 
A /Accession : G0243 6 

A; Status : translated from GB/EMBL/DDBJ 
A; Molecule type: DNA 
A;Residues: 1-355 <PON> 

A; Cross-references : EMBL:U49727; NID :gl477560 ; PIDN : AAB09726 . 1 ; PID:gl477561 
R; Combadiere, C; Ahuja, S.K.; Murphy, P.M. 
J. Biol. Chem. 270, 16491-16494, 1995 

A;Title: Cloning and functional expression of a human eosinophil CC chemokine 
receptor. 

A; Reference number: A57237; MUID : 95348056 ; PMID:7622448 
A /Access ion: A5723 7 

A; Status: nucleic acid sequence not shown 
A; Molecule type: mRNA 

A /Residues: 1-106, 'N' ,108-275, ' S ' ,277-280, 'R' ,282-355 <COM> 

A/ Cross-references : GB:U28694; NID : gll99579 ; PIDN : AAC5 04 69 . 1 ; PID:gll99580 
A/Note: the translated sequence in GenBank entry HSU28694, release 113.0, 
PIDN : AAC50469 . 1 , differs from the published sequence in having 281 -Leu 
C; Genetics : 
A /Gene: GDB : CMKBR3 

A; Cross-references : GDB : 57 9624 / OMIM: 601268 

A/Map position: 3p21-3p21 

C/ Superf amily : vertebrate rhodopsin 

C; Keywords: G protein-coupled receptor,- glycoprotein/ phosphoprotein; 
transmembrane protein 

F ; 36-60/Domain : transmembrane #status predicted <TM1> 
F / 7 1 - 9 1 / Doma in : transmembrane #status predicted <TM2> 



F; 108 - 129/Domam : transmembrane #status predicted <TM3> 
F; 14 7 -171/ Domain : transmembrane #status predicted <TM4> 
F ; 20 5 -223/Doma in : transmembrane #status predicted <TM5> 
F; 240-261/Domain : transmembrane ttstatus predicted <TM6> 
F; 288 -305/Domain : transmembrane #status predicted <TM7> 
F;24-273, 106-183/Disulf ide bonds: #status predicted 

F ; 34 5/Binding site: phosphate (Ser) (covalent) (by casein kinase II) #status 
predicted 

Query Match 50.1%; Score 951; DB 2; Length 355; 

Best Local Similarity 52.6%; Pred. No. 2e-73; 

Matches 180; Conservative 65; Mismatches 89; Indels 8; Gaps 5; 

Qy 21 TTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLILINCKKLKCLTDI Y 80 

I - •• I II I I I = = II MIMIIII I MhMIMII -h :|:|| 
Db 14 TS Y YD - DVGLLCEKADTRALMAQFVP PLYSLVFTVGLLGNVVVVMI L I KYRRLRI MTN I Y 72 

Qy 81 LLNLAISDLLFLITLPLWAHSA-ANEWVFGNAMCKLFTGLYHIGYFGGIFFI ILLTIDRY 139 

lllllllllllhlll I I - Mlh MM =1 II I = llllllllllll 

Db 73 LLNLAI SDLLFLVTLPFWI HYVRGHNWVFGHGMCKLLSGFYHTGLYSEI FFI I LLTIDRY 132 

Qy 140 LAIVmVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFPR 196 

IIIIIIIIIIMIIIIIIIMMMI Ml MM II : M M 

Db 133 I^I VHAVFALRARTVTFGVITSI VTWGLAVLAALPEFI FYETEELFEETLCSALYPEDTV 192 

Qy 197 -GWNNFHTIMRNI LGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHRAVRVI FTIMI VYFLF 255 

Db 193 YSWRHFHTLRMTIFCLVLPLLVMAI CYTGI IKTLLRCPS-KKKYKAIRLI FVIMAVFFI F 251 

Qy 256 WTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI NPI I YAFVGEKFRRY 315 

I ll|::M :MI I II III : M I I M I M I I I II I M I M 

Db 252 WTPYNVAI LLSSYQS I LFGNDCERTKHLDLVMLVTEVI AYSHCCMNPVI YAFVGERFRKY 311 

Qy 316 LS VFFRKH I TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVS 357 

I II M: : I I :: Ih MM I IM 

Db 312 LRHFFHRHLLMHLGRYI PFLPSEKLER - TSSVSPSTAEPELS 352 



RESULT 8 
JC4587 

chemokine (C-C) receptor 4 - mouse 
C; Species: Mus musculus (house mouse) 

C;Date: 08-Mar-1996 #sequence_revision 19-Apr-1996 #text_change 20-Jun-2000 
C; Access ion: JC4 587 

R;Hoogewerf, A.J. ; Black, D.; Proudfoot, A.E.I. ; Wells, T.N.C.; Power, C.A. 
Biochem. Biophys . Res. Commun . 218, 337-343, 1996 

A;Title: Molecular cloning of murine CC CKR-4 and high affinity binding of 
chemokines to murine and human CC CKR-4. 

A; Reference number: JC4587; MUID : 96 136324 ; PMID:8573157 
A; Accession : JC4 58 7 
A; Molecule type: mRNA 
A;Residues: 1-360 <HOO> 

A; Cross -references : EMBL:X9 08 62; NID : gl 1678 5 1 ; PIDN: CAA62372 .1; PID:gll678 52 

A; Experimental source: thymus 

C;Genetics : 

A; Gene: cc ckr-4 

C; Superf amily : vertebrate rhodopsin 



C; Keywords: glycoprotein; phosphoprotein ; receptor; thymus 
F; 2 , 183 , 194 /Binding site: carbohydrate (Asn) (covalent) #status predicted 
F; 72 , 202 , 350/Bindmg site: phosphate (Ser) (covalent) (by casein kinase II) 
#status predicted 

F; 14 5 /Binding site: phosphate (Ser) (covalent) (by protein kinase C) #status 
predicted 

F ; 32 1 /Binding site: phosphate (Thr) (covalent) (by protein kinase C) tfstatus 
predicted 

Query Match 45.8%; Score 871; DB 2; Length 360; 

Best Local Similarity 47.5%; Pred . No. 1.3e-66; 

Matches 168; Conservative 71; Mismatches 103; Indels 12; Gaps 5; 



Qy 10 IRNTNESGEEVTTFFDYD- YGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILI 68 

: = 1 : - h III i I llllllllh I II :||hl 

Db 6 VTDTTQDETVYNS YYFYESMPKPCTKEG I KAFGEVFLPPLYSLVFLLGLFGNS WVX.VLF 65 

Qy 69 NCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI 128 

hll :|hllllllllMlh::|| I : I I = = I I I I :|h = =1 :| = = II 
Db 66 KYKRLKSMTDVYLLNLAISDLLFVLSLPFWGYYAADQWVFGLGLCKIVSWMYLVGFYSGI 125 

Qy 129 FFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVY 188 

llhhUllllllllllhllllhMhIhIM lllllhlh:h I I 
Db 126 FF I MLMS I DR YLAI VHAVFSLKARTLTYGVI TSLI TWSVAVFASLPGLLFSTCYTEHNHT 185 

Qy 189 VCGPYF PRGWNNFHTIMRNILGLVLPLLIMVI CYSGILKTLLRCRNEKKRHRAVRVI 245 

I : I I I I I ^ I I I I: II I - I I hllll Hllhl 

Db 186 YCKTQYSVNSTTWKVLSSLEINVLGLLI PLGIMLFWYSMI I RTLQHCKNEKK-NRAVRMI 244 

Qy 246 FTIMI VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I Y 3 05 

I lllllhh I II I = I II I I Mill llhlhll 

Db 245 FGVVVLFLGFWTPYNVVLFLETLVELEVLQDCTLERYLDYAIQATETLGFIHCCLNPVIY 3 04 

Qy 306 AFVGEKFRRYLS VFFRKH I TKR FCKQCPVFYRETVDGVTSTNTPSTGEQE 355 

Db 305 FFLGEKFRKYITQLFR TCRGPLVLCKHCDFLQVYSADMSSSSYTQSTVDHD 355 



RESULT 9 
A57160 

chemokine (C-C) receptor 4 - human 
N;Alternate names: C-C CKR-4 
C; Species: Homo sapiens (man) 

C;Date: 10-Nov-1995 #sequence_revision 10-Nov-1995 #text_change 21-Jul-2000 
C;Accession: A57160 

R; Power, C.A. ; Meyer, A.; Nemeth, K. ; Bacon, K.B.; Hoogewerf, A. J.; Proudfoot, 
A.E.I. ; Wells, T.N.C. 

J. Biol. Chem. 270, 19495-19500, 1995 

A;Title: Molecular cloning and functional expression of a novel CC chemokine 

receptor cDNA from a human basophilic cell line. 

A; Reference number: A57160; MUID : 9537028 9 ; PMID:7642634 

A; Accession: A5716 0 

A; Status : preliminary; not compared with conceptual translation 
A; Molecule type: mRNA 
A; Residues: 1-360 <POW> 

A; Cross -references: GB:X85740; NID : gl370 103 ; PIDN : CAA59743 . 1 ; PID:g971452 
A;Note: source clone K5-5 



C;Genet ics : 

A; Gene: GDB : CMKBR4 

A;Cross-references ; GDB: 677463 

A ; Map position: 3p21-3p21 

C ; Super f ami 1 y : vert ebra t e rhodops i n 

C; Keywords: G protein-coupled receptor; glycoprotein; phosphoprotein; 
transmembrane protein 

F;40-65/Domain : transmembrane tfstatus predicted <TM1> 
F;76-97/Domain : transmembrane #status predicted <TM2> 
F ; 1 12 - 133/Domain : transmembrane #status predicted <TM3> 
F; 151-175/ Doma in : transmembrane #status predicted <TM4> 
F;208-226/Domain: transmembrane #status predicted <TM5> 
F ; 243 -264 /Domain : transmembrane #status predicted <TM6> 
F;291 -308/Domain: transmembrane #status predicted <TM7> 
F;29-276 / 110-187/Disulf ide bonds: #status predicted 

F; 72 , 350/Bmdmg site: phosphate (Ser) (covalent) (by casein kinase II) #status 
predicted 

F; 145/Binding site: phosphate (Ser) (covalent) (by protein kinase C) #status 
predicted 

F ; 183 , 194/Binding site: carbohydrate (Asn) (covalent) #status predicted 

F ; 321 /Binding site: phosphate (Thr) (covalent) (by protein kinase C) #status 

predicted 

Query Match 4 5.4%; Score 862.5; DB 2; Length 36 0; 

Best Local Similarity 48.7%; Pred. No. 6.9e-66; 

Matches 164; Conservative 67; Mismatches 95; Indels 11; Gaps 4; 



Qy 31 PCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLVVLILINCKKLKCLTDI YLLNLAISDLL 90 

II I = 1 I Mllllllhll HI :|lhl hh = I I = I I I I I I I I I I I 

Db 2 8 PCTKEGIKAFGELFLPPLYSLVFVFGLLGNSWVLVLFKYKRLRSMTDVYLLNLAISDLL 8 7 

Qy 91 FLI TLPLWAHSAANEWVFGNAMCKLFTGLYHI GYFGG I FF I I LLTI DRYLAI VHAVFALK 150 

Db 88 FVFSLPFWGYYAADQWVFGLGLCKMI SWMYLVGF YSG I FFVMLMS I DRYLAI VHAVFSLR 147 

Qy 151 ARTVTFGWTSVITWLVAVFASVPGI I FTKCQKEDSVYVCGPYFPRG WNNFHTIMRN 207 

llhhlhlh II 111111 = 11 : | : | | : | | :: | 

Db 148 ARTLTYGVITSLATWSVAVFASLPGFLFSTCYTERNHTYCKTKYSLNSTTWKVLSSLEIN 207 

Qy 208 I LGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHRAVRVI FTI MI VYFLFWTPYNI VI LLNT 267 

llllhll I III h:|| hllll ::|h:|l IIIIMIh I I 

Db 208 ILGLVIPLGIMLFCYSMIIRTLQHCKNEKK-NKAVKMIFAVWLFLGFWTPYNIVLFLET 266 

Qy 268 FQEFFGLSNCESTSQLDQATQ VTETLGMTHCC I N P 1 1 YAFVGEKFRRYLS VFFRKHI TKR 327 

I I = I II II I I I I llhlllll hi llh h | | 
Db 267 LVELEVLQDCTFERYLDYAIQATETLAFVHCCLNPI I YFFLGEKFRKYILQLFK TCR 323 

Qy 328 FCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

|: | : : | :|: | || : :: | 

Db 324 GLFVLCQYCGLLQI YSADTPSSSYTQSTMDHDLHDAL 360 



RESULT 10 
S55594 

G protein-coupled receptor El - equine herpesvirus 2 
C;Species: equine herpesvirus 2 

C;Date: 10-Apr-1996 #sequence_revision 19-Apr-1996 #text_change 13-Aug-1999 



C; Access ion : S55594 

R;Telford, E.A.R.; Watson, M.S.; Aird, H.C.; Perry, J. ; Davison, A.J. 
J. Mol. Biol. 249, 520-528, 1995 

A; Title: The DNA sequence of equine herpesvirus 2. 
A;Reference number: S55594; MUID : 953 02501 ; PMID:7783207 
A; Accession : S5 5 594 

A; Status : preliminary; nucleic acid sequence not shown 
A; Molecule type: DNA 
A;Residues: 1-383 <TEL> 

A; Cross-references : GB-.U20824; NID:g695172; PIDN : AAC13788 . 1 ; PID:g695173 
C; Superfamily : vertebrate rhodopsm 
C; Keywords: G protein-coupled receptor 

Query Match 43.3%; Score 822.5; DB 2; Length 383; 

Best Local Similarity 47.9%; Pred. No. 1.9e-62; 

Matches 162; Conservative 60; Mismatches 107; Indels 9; Gaps 4; 

Qy 4 TSRSRFIRNTNESGEEVTTFFDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNM 61 

h • =11 I ■ I M MM I := MM II Mhll : I h 

Db 32 TTIASLVPSTNSSEDYYDDLDDVDYEESAPCYKSDTTRLAAQWPALYLLVFLFGLLGNI 91 

Qy 62 LWLI LI NCKKLKCLTD I YLLNLAI SDLLFLI TLPLWAH- - SAANEWVFGNAMCKLFTGL 119 

Db 92 LWI I VIRYMKIKNLTNMLLLNLAISDLLFLLTLPFWMHYIGMYHDWTFGI SLCKLLRGV 151 

Qy 120 YHIGYFGGIFFIILLTIDRYLAIVmVFALKARTVTFGVVTSVITWLVAVFASVPGIIFT 179 

- : : I I I I I I = I I I I h I : I I Ih I I I I hll I II M hi 
Db 152 CYMSLYSQVFCIILLTVDRYLAWYAVTALRFRTVTCGIVTCVCTWFLAGLLSLPEFFFH 211 

Qy 180 KCQKEDSVYVCGPYFP RGWNNFHT I MRN I LGLVLPLL I MVI CYSGI LKTLLRCRNE 235 

I I Ihl I I M hi Ml M \\\ 

Db 212 GHQDDNGRVQCDPYYPEMSTNWRRAHVAKVIMLSLILPLLIMAVCYYVI IRRLLR-RPS 270 

Qy 236 KKRHRAVRVI FT I M I VYFLFWTPYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGM 295 

IhMMMI Ih Ihlllllllhlhll I :| II I :hh 

Db 271 KKKYKAI RLI FVI MVAYFVFWTPYNI VXLLSTFHATLLNLQCALSSNLDMALLI TKTVAY 33 0 

Qy 2 96 THCCINPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCP 333 

Mllllhllllllllllhl II II I 

Db 331 THCCI NPVI YAFVGEKFRRHLYHFFHTYVAI YLCKY I P 368 



RESULT 11 
149340 

MIP-1 alpha receptor like-1 - mouse 
C; Species: Mus musculus (house mouse) 

C;Date: 02-Jul-1996 #sequence_revis ion 02-Jul-1996 #text_change 13-Aug-1999 

C; Accession : 14 9340 

R ; Gao , J.L.; Murphy, P.M. 

J. Biol. Chem. 270, 17494-17501, 1995 

A;Title: Cloning and differential t issue- speci fic expression of three mouse beta 
chemokine receptor- 1 ike genes, including the gene for a functional macrophage 
inflammatory protein- 1 alpha receptor. 

A; Reference number: 149339; MUID : 95340546; PMID:7542241 
A; Accession : 14 9340 

A; Status: preliminary; translated from GB/EMBL/DDBJ 
A; Molecule type: DNA 



A;Residues: 1-356 <RES> 

A; Cross-references : EMBL:U28405; NID:g881549; P I DN : AAA8 9154.1; PID:g881550 
C; Superf amily : vertebrate rhodopsin 



Query Match 41.0%; Score 778.5; DB 2; Length 356; 

Best Local Similarity 45.2%; Pred. No. 9.6e-59; 

Matches 154; Conservative 62; Mismatches 118; Indels 7; Gaps 4; 

Qy 25 DYDYGAPCHKFDVKQIGAQLLPPLYSLVF I FGFVGNMLWLI LI NCKKLKCLTDI YLLNL 84 

h I I :h I : 1 I 1 E I t I I I :h:|>lhll hh = I III I I 

Db 18 DFMSGFLCFS I N VRAFG I TVPTPLYSLVF I I GVI GHVLWLVLI QHKRLRNMTS I YLFNL 77 

Qy 85 AI SDLLFLITLPLWA-HSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI ILLTIDRYLAI V 143 

Db 78 AISDLVFLSTLPFWVDYIMKGDWIFGNAMCKFVSGFYYLGLYSDMFFITLLTIDRYLAW 137 

Qy 144 HAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTKCQKEDSVYVCGPYFPR GWN 199 

I I I I I : II I I I I I : : h I I I I hi ■ I I I = = I II 

Db 138 HWFALRARTVTFGI I SS I I TWVLAALVS I PCLYVFKSQMEFTYHTCRAI LPRKSLI RFL 197 

Qy 200 NFHTIMRNILGLVLPLLIMVI CYSGILKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWTPY 259 

I : llllhllll hllh h I I I Ih ^ : h I I I -HI II 
Db 198 RFQALTMNILGLILPLLAMI I CYTRI INVLHR-RPNKKKAKVMRLIFVITLLFFLLLAPY 256 

Qy 260 NI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLSVF 319 

: - I- =1 : hi : = I I I lllhlhll MhHhll 

Db 2 57 YLAAFVSAFEDVLFTPSCLRSQQVDLSLMI TEALAYTHCCVNPVI YVFVGKRFRKYLWQL 316 

Qy 32 0 FRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 36 0 

Ihl = I I I I III I I II I 

Db 317 FRRHTAI TLPQWLP - FLSEDRAQRASARLPST VEI ETSADL 356 



RESULT 12 
JC5067 

G protein-coupled receptor CKR-L1 - human 

N; Alternate names: chemokine receptor-like protein TER1 ; GPR-CY6 
C; Species: Homo sapiens (man) 

C;Date: 31-Jan-1997 #sequence_revis ion 31-Jan-1997 #text_change 21-Jul-2000 
C;Accession: JC5067; G02776; G02387 

R;Zaballos, A.; Varona, R.; Gutierrez, J.; Lind, P.; Marquez, G. 
Biochem. Biophys . Res. Commun. 227, 846-853, 1996 

A; Title: Molecular cloning and RNA expression of two new human chemokine 
receptor-like genes. 

A;Reference number: JC5067; MUID : 9704 0707 ; PMID: 8886020 
A; Access ion: JC5 067 
A;Molecule type: DNA 
A;Residues: 1-355 <ZAB> 

A ; Cross-references: EMBL:Z79782; NID : gl668735 ; PI DN : CAB02 142 . 1 ; PID:gl668736 
R; Napol itano, M.; Zmgoni, A.; Bernardini, G.; Spinetti , G.; Rocchi, M . ; 
Santoni , A. 

submitted to the EMBL Data Library, June 1996 
A;Reference number: H01714 
A;Accession: G02776 

A;Status: translated from GB/EMBL/DDBJ 
A; Molecule type: DNA 
A;Residues: 1-355 <NAP> 



A; Cross -references : EMBL:U62 5 56; NID:gl468978; PID:gl4 68 979 
R; Bonner, T.I. 

submitted to the EMBL Data Library, January 1996 
A/Reference number: H01154 
A; Accession: G02387 

A;Status: preliminary; translated from GB/EMBL/DDBJ 
A; Molecule type: DNA 
A;Residues: 1-355 <BON> 

A; Cross-references : EMBL: U4 5 983 ; NID: gl24 505 6; PID :gl24 5 057 

C; Comment: This protein belongs to the family of beta chemokme receptors. 

C;Genetics : 

A; Gene: GDB : CMKBR8 ; CMKBRL2 ; TER1 ; CKR-L1 
A; Cross -references : GDB:6053733; OMIM:601834 
A ; Map position: 3p21-3p21 
C; Superf amily : vertebrate rhodopsin 

C; Keywords: G protein-coupled receptor; transmembrane protein 
F ; 3 6 - 6 3 / Doma in : transmembrane #status predicted <TM1> 
F;73-94/Domain: transmembrane #status predicted <TM2> 
F; 1 08 - 12 9 /Doma in : transmembrane #status predicted <TM3> 
F ; 147 - 171/Doma in : transmembrane #status predicted <TM4> 
F;200-222/Domain: transmembrane #status predicted <TM5> 
F; 239-260/ Doma i n : transmembrane #status predicted <TM6> 
F;281-304/Domam: transmembrane ttstatus predicted <TM7> 

Query Match 39.5%; Score 751; DB 2; Length 355; 

Best Local Similarity 41.2%; Pred. No. 2.1e-56; 

Matches 143; Conservative 69; Mismatches 121; Indels 14; Gaps 5; 



Qy 20 VTTFFDYDY GAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLI LINCKKLKC 75 

III I I I Ml :: I II I hhl Ml Ihhh Mlh 

Db 9 VTTVTDYYYPDIFSSPCDAELIQTNGKLLLAVFYCLLFVFSLLGNSLVILVLWCKKLRS 68 

Qy 76 LTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI I LLT 135 

MMIIMIMIIIIM : I : -MM MM M MM- MM I- 

Db 69 ITDVYLLNLALSDLLFVFSFPFQTYYLLDQWVFGTVMCKWSGFYYIGFYSSMFFITLMS 128 

Qy 136 IDRYLAIVHAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTKCQKEDSVYVCGPYFP 195 

MIMMIIIMMI M: I : II M MM -I : II I I - 

Db 129 VDRYLAVVHAVYALKVRTI RMGTTLCLAVWLTAI MATI PLLVFYQVAS EDG VLQCYS FYN 188 

Qy 196 R GWNNFHTIMRNI LGLVLPLLI MVI CYSG I LKTLLRCRNEKKRHRAVRVI FTIM I VY 252 

I I I I ! I I : : I I = II II I MM I MM- -I 

Db 189 QQTLKWKIFTNFKMNILGLLI PFTI FMFCYI KILHQLKRCQNHNKT- KAIRLVLI WIAS 247 

Qy 253 FLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKF 312 

Ml MMM I : I I : II II Ml : 1 1 1 M 1 1 M II I II M I 

Db 248 LLFWVPFN WLFLTSLHSMH I LDGCS I SQQLT YATHVTEI I SFTHCCVNPVI YAFVGEKF 307 

Qy 313 RRYLSVFFRKHITKRF CKQCPVFYRETVDGVTSTNTPSTGEQEV 356 

-Ml Ml - I M I I I : : : I M I 

Db 308 KKHLSEI FQKSCSQIFNYLGRQMP RESCEKSSSCQQHSSRSSSV 351 



RESULT 13 
158186 

probable G protein-coupled receptor - rat 
C; Species: Rattus norvegicus (Norway rat) 



C;Date: 26-Jul-1996 #sequence_revision 26-Jul-1996 #text_change 21-Jul-2000 
C; Access ion: 15818 6 

R;Harrison, J.K.; Barber, CM.; Lynch, K.R. 
Neurosci. Lett. 169, 85-89, 1994 

A;Title: cDNA cloning of a G-protein-coupled receptor expressed in rat spinal 

cord and brain related to chemokine receptors. 

A; Reference number: 158186; MUI D: 94323113; PMID:8047298 

A; Access ion: 15818 6 

A; Status : preliminary; translated from GB/EMBL/DDBJ 
A; Molecule type: mRNA 
A;Residues: 1-354 <RES> 

A; Cross-references : EMBL:U04808; NID : g2 55863 5 ; PIDN : AAB87 093 . 1 ; PID:g439861 
C; Superf amily : vertebrate rhodopsm 
C; Keywords: G protein-coupled receptor 

Query Match 38.0%; Score 722.5; DB 2; Length 354; 

Best Local Similarity 46.2%; Pred . No. 5.5e-54; 

Matches 160; Conservative 46; Mismatches 121; Indels 19; Gaps 8; 



Qy 24 FD YD YGA - PCHKFD VKQ I GAQLL P PLYSLVF I FG F VGNML WL I L I NCKKLKCLTD I YLL 82 

I I | = M I I Mill II llhllll I I =1 I :|lllll 
Db 13 FEYDDSAEACYLGDI VAFGTI FLS I FYSLVFTFGLVGNLLWLALTNSRKSKS I TDI YLL 72 

Qy 83 NLAI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FF1 I LLTIDRYLAI 142 

llhllllh Ml I I = I I I I I I I MM : : : ! I ! I I I I 

Db 73 NLALSDLLFVATLPFWTHYLI SHEGLHNAMCKLTTAFFFIGFFGGI FFI TVI S I DRYLAI 132 

Qy 143 VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI IFTKCQKEDSVYVCGPYFPRGWNNFH 202 

I I - III II M I M = I MM M- I M 

Db 133 VLAANSMNNRTVQHGVT I SLGVWAAA1 LVAS PQFMFTK- RKDNE CLGDY P E VLQE I W 188 

Qy 203 TIMR NI LGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHRAVRVI FTI MI VYFLFWTP 258 

:M MM M I M II M MMI Ml 1 1 IIMM -MMIIMI 

Db 189 PVT.RNSEWILGFVLPLLIMSFCYFRIVRTLFSCKNRKKA-RAIRLILLVVVVFFLFWTP 247 

Qy 259 YN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI NP 1 1 YAFVGEKFRRYLSV 318 

MMI I I : = M II MIM -MM MM I MM 

Db 248 YNI VIFLETLKFYNFFPSCGMKRDLRWALSVTETVAFSHCCLNPFI YAFAGEKFRRYLRH 307 

Qy 319 FFRKHITKRFCKQCPVF YRETVDGVTSTNTPSTGEQEVS 357 

: I : I : II I I : M I I I I I 

Db 308 LYNKCLAV- LCGR - PVHAGFSTESQRSRQDS I LSSLTHYTS EGEGS 351 



RESULT 14 
JC4304 

orphan G protein-coupled receptor - human 
N;Alternate names: V28 protein 
C; Species: Homo sapiens (man) 

C;Date: 16-Nov-1995 #sequence_revis ion 08-Feb-1996 #text_change 19-May-2000 
C; Access ion : JC4304 

R;Raport, C.J.; Schweickart, V.L.; Eddy Jr., R.L.; Shows, T.B.; Gray, P.W. 
Gene 163, 295-299, 1995 

A;Title: The orphan G-protein-coupled receptor-encoding gene V28 is closely 
related to genes for chemokine receptors and is expressed in lymphoid and 
neural tissues . 

A;Reference number: JC4304; MUID : 9601165 1 ; PMID:7590284 



A; Access ion : JC43 04 
A; Molecule type: mRNA 
A/Residues : 1-355 <RAP> 

A;Cross-references : GB:U20350; NID:g665580; PIDN : AAA91783 . 1 ; PID:g665581 
A; Experimental source: peripheral blood mononuclear cell 
C; Comment: This protein is a cell -surface receptor which recognizes 
extracellular signals and transduces those signals into an intracellular 
response . 

C; Comment: This protein is a key regulator of many immune and homeostatic 
responses, and interacts between the nervous and immune systems. 
C;Genetics : 
A; Gene: v2 8 

A; Map position: 3pter-p21 

C; Superf amily : vertebrate rhodopsin 

C; Keywords: G protein-coupled receptor; lymphokine; transmembrane protein 
F; 35 - 57/Domain : transmembrane #status predicted <TM1> 
F ; 66 - 8 8/Doma in : transmembrane #status predicted <TM2> 
F; 104 -125/Domain : transmembrane #status predicted <TM3> 
F ; 14 6 - 165/Domain : transmembrane #status predicted <TM4> 
F ; 197 -2 17/Doma in : transmembrane tfstatus predicted <TM5> 
F;230-254/Domain: transmembrane #status predicted <TM6> 
F;275-296/Domam: transmembrane #status predicted <TM7> 

Query Match 37.3%; Score 7 08; DB 2; Length 3 55; 

Best Local Similarity 46.8%; Pred. No. 9.5e-53; 

Matches 145; Conservative 47; Mismatches 108; Indels 10; Gaps 5; 



Qy 18 EE VTTFFDY - DYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LI NCKKLKCL 76 

Db 6 ESVTENFEYDDLAEACYIGDI WFGTVFLSI FYSVIFAIGLVGNLLVVFALTNSKKPKSV 65 

Qy 77 TDI YLLNIA I SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYHI GYFGGI FFI I LLTI 136 

llllllllhllllh III I I I I Mill I : IhM I | I I 

Db 66 TDI YLLNLALSDLLFVATLPFWTHYLINEKGLHNAMCKFTTAFFFIGFFGSI FFITVISI 125 

Qy 137 DRYIAIVHAVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFPR 196 

Mlllll I - III II h I h : I MM I I 
Db 126 DRYLAI VLAANSMNNRTVQHGVTI SLGVWAAAI LVAAPQFMFTK-QKENE CLGDYPE 181 

Qy 197 GWNNFHTIMRNI LGLVLPLLI MVI CYSG ILKTLLRCRNEKKRHRAVRVT FTI MI VY 252 

-Ih II Ulllll II l-ll hi || :|:::| ::|h 

Db 182 VLQEIWPVX.RNVETNFLGFLLPLLIMSYCYFRI IQTLFSCKNHKKA-KAI KLILLWIVF 240 

Qy 2 53 FLFWTP YN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI N P 1 1 YAFVGEKF 312 

MIMIM-I I I : : :|: II Illh h h ' ,1 II 

Db 241 FLFWTPYNVM I FLETLKLYDFFPSCDMRKDLRLALSVTETVAFSHCCLNPLI YAFAGEKF 300 

Qy 313 RRYLSVFFRK 322 

I I I I : I 
Db 3 01 RRYLYHLYGK 310 



RESULT 15 
JC5942 

chemokine receptor - human 
C; Species: Homo sapiens (man) 

C;Date: 16-Jul-1999 #sequence_revis ion 16-Jul-1999 #text_change 21-Jul-2000 



C; Access ion: JC594 2 

R;Fan, P.; Kyaw, H.; Su, K. ; Zeng, Z . ; Augustus, M . ; Carter, K.C.; Li, Y. 
Biochem. Biophys. Res. Commun . 243, 264-268, 1998 

A; Title: Cloning and characterization of a novel human chemokine receptor. 
A /Reference number: JC5942; MUID : 98 13 9902 ; PMID:9473515 
A; Access ion: JC5 94 2 
A; Status : prel iminary 
A /Molecule type: DNA 

A;ResidueS: 1-344 <FAN> 

A; Cross-references : GB:U97123; NID : g28 97 070 ; P I DN : AAC3 95 9 5.1; PID:g2897071 
C; Superfamily : vertebrate rhodopsm 

Query Match 34.2%; Score 64 9.5; DB 2; Length 344; 

Best Local Similarity 43.0%; Pred. No. 8.7e-48; 

Matches 128; Conservative 54; Mismatches 99; Indels 17; Gaps 5; 
Qy 27 DYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LINCKKLKCLTDI YLLNLAI 86 



Db 



23 DEAEQCDKYDAQALSAQLVPSLCSAVFVIGVLDNLLWLI LVKYKGLKRVENI YLLNIAV 8 




Qy 



87 SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYH I G YFGGI FF I I LLTI DR YLAI VH - A 145 

hi I Hh h llh III = I : II I I 

83 SNLCFLLTLPFWAHAG GDPMCKI LI GLYFVGLYSETFFNCLLTVQRYLVFLHKG 136 



Db 



Qy 



146 VFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCG PYFPRG W 198 



Db 



137 NFFSARRRVPCGI ITSVLAWVTAI LATLPEYWYKPQMEDQKYKCAFSRTPFLPADETFW 196 




Qy 



19 9 NNFHTI MRNI LGLVLPLLI MVI CYSG I LKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWTP 2 58 



Db 



197 KHFLTLKMNI SVLVLPLFI FTFLYVQMRKTL RFREQRYSLFKLVFAI MWFLLMWAP 253 




Qy 



259 YNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI NP 1 1 YAFVGEKFRRYL 316 





Db 



254 YNIAFFLSTFKEHFSLSDCKSSYNLDKSVHITKLIATTHCCINPLLYAFLDGTFSKYL 31 



Search completed: November 25, 2003, 23:21:06 
Job time : 21 sees 



GenCore version 5.1.6 
Copyright (c) 1993 - 2003 Compugen Ltd. 



OM protein - protein search, using sw model 
Run on : 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



November 25, 2003, 23:04:24 ; Search time 18 Seconds 

(without alignments) 
940.534 Million cell updates/sec 

US-09-625-573-4 
1900 

1 MLSTSRSRFI RNTNESGEEV DGVTSTNTPSTGEQEVSAGL 3 60 

BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 127863 seqs, 47026705 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



127863 



Database : 



SwissProt 41 : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 
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No. 
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DB 


ID 
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ALIGNMENTS 



RESULT 1 
CKR2_MACMU 

ID CKR2_MACMU STANDARD; PRT; 3 60 AA . 

AC 018793; 

DT 16-OCT-2001 (Rel . 40, Created) 

DT 16-OCT-2001 (Rel. 40, Last sequence update) 

DT 28-FEB-2003 (Rel. 41, Last annotation update) 

DE C-C chemokine receptor type 2 (C-C CKR-2) (CC-CKR-2) (CCR-2) (CCR2) 

DE (Monocyte chemoattractant protein 1 receptor) (MCP-l-R) . 

GN CCR2 OR CMKBR2 . 

OS Macaca mulatta (Rhesus macaque) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini ; Cercopithecidae; 

OC Cercopithecinae; Macaca . 

OX NCBI_TaxID=9544; 

RN [1] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=21354176; PubMed=l 1461684 ; 

RA Margulies B.J., Hauer D.A., Clements J.E.; 

RT "Identification and comparison of eleven rhesus macaque chemokine 

RT receptors . " ; 

RL AIDS Res. Hum. Retroviruses 17:981-986(2001). 

CC -!- FUNCTION: RECEPTOR FOR THE MCP-1, MCP-3 AND MCP-4 CHEMOKINES . 

CC TRANSDUCES A SIGNAL BY INCREASING THE INTRACELLULAR CALCIUM IONS 



CC LEVEL . 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- ALTERNATIVE PRODUCTS: 

CC Event =Alternat lve splicing; Named isoforms=2; 

CC Name=B; 

CC Isold=018 7 93-1 ; Sequence=Di splayed; 

CC Name=A; 

CC IsoId=018793-2; Sequence=Not described; 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G- PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Bioinformatics and the EMBL outstation - 

CC the European Bioinformatics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 

CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 

CC or send an email to 1 icense@isb-sib . ch) . 

CC 

DR EMBL; AF013958; AAD1 1572.1; -. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PR0TEIN_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PR0TEIN_RECEP_F1_2 ; 1. 

KW G-protem coupled receptor; Transmembrane; Glycoprotein; Sulfation; 

KW Alternative splicing. 
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1 (POTENTIAL) . 
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FT 


TRANSMEM 
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6 (POTENTIAL) . 
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FT 


TRANSMEM 


286 
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7 (POTENTIAL) . 


FT 


DOMAIN 


310 


360 


CYTOPLASMIC (POTENTIAL) . 


FT 


CARBOHYD 


14 


14 


N-LINKED (GLCNAC. . .) (POTENTIAL) 


FT 


MOD_RES 


26 


26 


SULFATION (BY SIMILARITY) . 


FT 


DISULFID 


113 


190 


BY SIMILARITY . 


SQ 


SEQUENCE 


360 AA; 


41139 


MW; 4B2552BCE913FE9F CRC64 ; 



Query Match 97.1%; Score 18 45; DB 1; Length 360; 

Best Local Similarity 96.9%; Pred. No. 9e-105; 

Matches 349; Conservative 5; Mismatches 6; Indels 0; Gaps 0; 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

I II I 'Ml ill I hllllll I Mill I II I ,,IIM 

Db 1 MLSTSRSRFIRNTNGSGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

Qy 61 MLWLI LINCKKLKCLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 

I 1 I MIL IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 61 MLWLI LI NCKKLKSLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLY 120 



Qy 121 HIGYFGGI FFI I LLTI DRYLAI VHAVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTK 18 0 

1 1 1 1 IMMIIIIIMIIIIIIIIIIIIIMIMIMMIIIIMIIIIIIMIIIIII 

Db 121 HIGYLGGI FFI I LLTI DRYLAI VHAVFALKARTVTFG VVTS VI TWLVAVFASVPGI I FTK 180 

Qy 181 CQKEDS VY VCG P Y F PRGWNNFHT I MRN I LGLVLPLLI MVI CYSG I LKTLLRCRNEKKRHR 24 0 

IhllllhlllllllllllllllllllMIIIMIMIIIIIIIMIIIIIMIIIIM 

Db 181 CQEEDS VY I CGPYFPRGWNNFHTIMRN I LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHR 240 

Qy 241 AVRVI FTI M I VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

llhlllllllllllllllMIIMIIIIIIIIIIIIMI I Ml! Mill I I 

Db 241 AVRLI FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTRQLDQATQVTETLGMTHCCI 300 

Qy 301 NPI I YAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

IIIMIIIIIMIIIIhlllhllllllllllllllllllllllllllM Mill I 

Db 301 NP I I YAFVGEKFRRYLSMFFRKYI TKRFCKQCPVFYRETVDGVTSTNTPSTAEQEVS VGL 360 



RESULT 2 
CKR2_HUMAN 

ID CKR2_HUMAN STANDARD; PRT; 374 AA . 

AC P41597; 

DT 01-NOV-1995 (Rel . 32, Created) 

DT 01-NOV-1995 (Rel. 32, Last sequence update) 

DT 15-SEP-2003 (Rel. 42, Last annotation update) 

DE C-C chemokme receptor type 2 (C-C CKR-2) (CC-CKR-2) (CCR-2) (CCR2) 

DE (Monocyte chemoat tractant protein 1 receptor) (MCP-l-R). 

GN CCR2 OR CM KB R 2 . 

OS Homo sapiens (Human) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhmi; Hominidae; Homo. 

OX NCBI_TaxID=9606; 

RN [1] 

RP SEQUENCE FROM N . A . 

RX MEDLINE=94195821; PubMed=8 14 6 1 86 ; 

RA Charo I.F., Myers S.J., Herman A., Franci C. , Connolly A . J . , 

RA Coughlin S.R. ; 

RT "Molecular cloning and functional expression of two monocyte 

RT chemoattractant protein 1 receptors reveals alternative splicing of 

RT the carboxyl -terminal tails."; 

RL Proc. Natl. Acad. Sci . U.S.A. 91:2752-2756(1994). 

RN [2] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=94324942; PubMed=8 04 8 92 9 ; 

RA Yamagami S., Tokuda Y., Ishii K. , Tamaka H., Endo N. ; 

RT "cDNA cloning and functional expression of a human monocyte 

RT chemoattractant protein 1 receptor." ; 

RL Biochem. Biophys. Res. Commun . 2 02:1156-1162(1994). 

RN [3] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=9715 08 64; PubMed=89 954 00 ; 

RA Wong L.-M., Myers S.J., Tsou C.-L. , Gosling J., Arai H., Charo I.F.; 

RT "Organization and differential expression of the human monocyte 

RT chemoattractant protein 1 receptor gene. Evidence for the role of the 

RT carboxyl -terminal tail in receptor trafficking.*'; 

RL J. Biol. Chem. 272:1038-1045(1997). 

RN [4] 



RP SEQUENCE FROM N.A. 

RA McCombie W.R., Wilson R., Chen E . , Gibbs R. , Zuo L., Johnson D., 

RA Nhan M., Parnell L . , Dedhia N., Ansari A., Mardis E., Schutz K. , 

RA Gnoj L. , la Bastide M., Kaplan N . , Greco T. , Touchman J., 

RA Muzny D., Chen C.N., Evans C, Fitzgerald M., See L.H., Tang M., 

RA Porcel B.M., Dragan Y., Giacalone J., Pae A., Powell E . , 

RA Solinsky K.A. , Desilva U. , Diaz-Perez S., Zhou X., Yu Y., 

RA Watanabe M., Doggett N., Garcia D., Sagripanti J.L.; 

RL Submitted (MAY-1997) to the EMBL/ GenBank / DDB J databases. 

RN [5] 

RP SEQUENCE FROM N.A., AND VARIANTS ILE.64 AND GLU-355. 

RA Rieder M.J., Armel T.Z., Carrington D.P., Ozuna M . , Kuldanek S.A., 

RA Rajkumar N . , Toth E.J., Yi Q., Nickerson D.A. ; 

RL Submitted (SEP-2002) to the EMBL/GenBank/DDBJ databases. 

RN [6] 

RP SULFATION OF TYR-26, AND N - GLYCOS YLAT I ON . 

RX MEDLINE=20501139; PubMed= 1 1 04 6064 ; 

RA Preobrazhensky A. A. , Dragan S., Kawano T. , Gavrilin M.A., Gulina I. v., 

RA Chakravarty L. , Kolattukudy P.E.; 

RT "Monocyte chemotactic protein- 1 receptor CCR2B is a glycoprotein that 

RT has tyrosine sulfation in a conserved extracellular N-terminal 

RT region."; 

RL J. Immunol. 165:5295-5303(2000). 

CC -!- FUNCTION: Receptor for the MCP-1, MCP-3 and MCP-4 chemokines . 
CC Transduces a signal by increasing the intracellular calcium ions 

CC level. Alternative coreceptor with CD4 for HIV-1 infection. 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- ALTERNATIVE PRODUCTS: 

CC Event =Alternat lve splicing; Named isoforms=2; 

CC Name=A; 

CC IsoId=P415 97-l ; Sequence=Di splayed; 

CC Name=B; 

CC IsoId=P41597-2 ; Sequence=VSP_O01893 ; 

CC -!- PTM: N- GLYCOSYLATED. 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Bio informatics and the EMBL outstation - 

CC the European Bioinf ormat ics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 

CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 

CC or send an email to 1 icense&isb-sib . ch) . 

CC 

DR EMBL; U03882; AAA19119 . 1 ; -. 

DR EMBL; U03905; AAA19120.1; -. 

DR EMBL; D29984; BAA06253.1; -. 

DR EMBL; U80924; AAC51637.1; -. 

DR EMBL; U80924; AAC51636.1; -. 

DR EMBL; U95626; AAB57791.1; 

DR EMBL; U95626; AAB57792.1; -. 

DR EMBL; AF545480; AAN16400.1; -. 

DR PIR; 138450; 138450. 

DR PIR; JC2443; JC2443 . 

DR PDB; 1KAD; 14 -AUG- 02. 

DR PDB; 1KP1; 23-JAN-02, 

DR Genew; HGNC:16 03; CCR2 . 



DR MIM; 601267; -. 



DR 


GO 
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integral to plasma membrane; TAS . 
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bU 


bU : 


U U U D bz b 


L 


soiuDie traction; lAb . 


DR 


GO 


• GO: 


0004950 


F 


chemokine receptor activity; TAS . 


DR 


GO 


* GO: 


0006960 


P 


antimicrobial humoral response (sensu Inver. 


DR 


GO 


• GO: 


0006968 


P 


cellular defense response; TAS. 


DR 


GO 


• GO: 


0006935 


P 


chemotaxis; TAS . 


DR 


GO 


• GO: 


0007204 


P 


cytosolic calcium ion concentration elevation 


DR 


GO 


* GO: 


0006954 


P 


inflammatory response; TAS. 


DR 


GO 


• GO: 


0007125 


P 


invasive growth; TAS. 


DR 


GO 


GO: 


0007259 


P 


JAK-STAT cascade; TAS . 


DR 


GO 


- GO: 


0007194 , 


P 


negative regulation of adenylate cyclase ac. 



DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PR0TEIN_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PR0TEIN_RECEP_F1_2 ; 1. 

KW G-protein coupled receptor; Transmembrane; Glycoprotein; Sulfation; 

KW Polymorphism; Alternative splicing; 3D- structure . 
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3 (POTENTIAL) . 
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FT 
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EXTRACELLULAR (POTENTIAL) . 


FT 
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5 (POTENTIAL) . 
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FT 


TRANSMEM 
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6 (POTENTIAL) . 


FT 


DOMAIN 
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285 


EXTRACELLULAR (POTENTIAL) . 


FT 


TRANSMEM 


286 


309 


7 (POTENTIAL) . 


FT 


DOMAIN 


310 


374 


CYTOPLASMIC (POTENTIAL) . 


FT 


CARBOHYD 


14 


14 


N-LINKED (GLCNAC. . . ) (POTENTIAL). 


FT 


M0D_RES 


26 


26 


SULFATION. 


FT 


DISULFID 


113 


190 


BY SIMILARITY. 


FT 


VARSPLIC 


314 


374 


SLFHIALGCRIAPLQKPVCGGPGVRPGKNVKVTTQGLLDGR 


FT 








GKGKS IGRAPEASLQDKEGA -> RYLSVFFRKHITKRFCK 


FT 








QCPVFYRETVDGVTSTNTPSTGEQEVSAGL ( in 


FT 








isoform B) . 


FT 








/FTId=VSP_001893 . 


FT 


VARIANT 


64 


64 


V -> I (IN dbSNP:1799864) . 


FT 








/FTId=VAR 014339. 


FT 


VARIANT 


355 


355 


G -> E. 


FT 








/FTId=VAR_014340 . 


SQ 


SEQUENCE 


374 AA; 


41914 


MW; F865EOD39E74CF0F CRC64 ; 



Query Match 86.9%; Score 1651.5; DB 1; Length 374; 

Best Local Similarity 95.5%; Pred. No. 4.2e-93; 

Matches 319; Conservative 3; Mismatches 5; Indels 7; Gaps 3; 
Qy 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGN 60 

IMIIIIIIIIIIIIIMIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIII 

Db 1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 6 0 



Qy 



61 ML WL I L I NCKKLKCLTD I YLLNLA I S DLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLY 120 



IIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIII 

Db 61 MLVVLILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

Qy 121 HIGYFGG1 FFI ILLT1DRYUAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTK 18 0 

I 1 1 1 : 1 1 1 1 1 1 1 I i i ' ! I : I 1 1 ! I ' : 1 1 1 I I : 1 1 I 1 1 1 1 

Db 121 HIGYFGGI FFI ILLTIDRYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTK 18 0 

Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGI LKTLLRCRNEKKRHR 240 

IIIIIIMMIIIMIIIIIIIIIMIIMIIIIIIIIIIIIIIIIMIIIIIIIMIII 

Db 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVL.PLLIMVICYSGILKTLLRCRHEKKRHR 24 0 

Qy 241 AVRVIFTIMI WFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

IIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIMMIIII 

Db 241 AVRVI FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

Qy 301 N P 1 1 YAFVGEKFRRYLSVFFRKHI TKRFCKQCPV 334 

IIIIIIIMIIII hi II h h 

Db 301 NPI I YAFVGEKFR SLF HIALG-CRIAPL 327 

RESULT 3 
CKR2_RAT 

ID CKR2_RAT STANDARD; PRT; 3 73 AA. 

AC 055193; 

DT 16-OCT-2001 (Rel . 40, Created) 

DT 16-OCT-2001 (Rel. 40, Last sequence update) 

DT 16-OCT-2001 (Rel. 40, Last annotation update) 

DE C-C chemokme receptor type 2 (C-C CKR-2) (CC-CKR-2) (CCR-2) (CCR2) . 

GN CCR2 OR CMKBR2 . 

OS Rattus norvegicus (Rat) . 

OC Eukaryota; Metazoa; Chorda ta; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Rodent ia; Sciurognathi ; Muridae; Murinae; Rattus. 

OX NCBI_TaxID=10116; 

RN [1] 

RP SEQUENCE FROM N.A. 

RC STRAIN=Sprague-Dawley ; 

RX MEDLINE=98318173 ; PubMed=96554 67 ; 

RA Jiang Y., Salafranca M.N., Adhikari S., Xia Y. , Feng L. , Sonntag M.K., 

RA deFiebre CM., Pennell N.A. , Streit W.J., Harrison J.K.; 

RT "Chemokine receptor expression in cultured glia and rat experimental 

RT allergic encephalomyelitis."; 

RL J . Neuroimmunol , 86:1-12(1998). 

CC -!- FUNCTION: RECEPTOR FOR THE MCP-1 (JE) , MCP-3 (FIC) AND MCP-5 

CC CHEMOKINES . TRANSDUCES A SIGNAL BY INCREASING THE INTRACELLULAR 

CC CALCIUM IONS LEVEL (BY SIMILARITY) . 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- TISSUE SPECIFICITY: EXPRESSED IN LUNG , SPLEEN, KIDNEY, THYMUS AND 

CC MACROPHAGES . 

CC -!- INDUCTION: IN ANIMALS IN WHICH EXPERIMENTAL ALLERGIC 

CC ENCEPHALOMYELITIS (EAE) HAS BEEN INDUCED. 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Bioinf ormatics and the EMBL outstation - 

CC the European Bioinf ormat ics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 



cc 


entities 


requires 


a license 


agreement (See http://www.i 


cc 
cc 


or send an email to 1 icense^isb-sib . ch) . 


DR 


EMBL; U77349; AAC03242.1; -. 




DR 


InterPro; 


IPR000276; GPCR_Rhodpsn . 


DR 


Pfam; PF00001; 7tm 1; 1. 




DR 


PRINTS; PR00237; GPCRRHODOPSN . 


DR 


PRCjbl I h ; 


PS 002 3 7 ; 


G PROTEIN 


RECEP Fl 1 ; 1 . 


DR 


PROSITE ; 


PS502 62 ; 


G PROTEIN 


RECEP Fl 2; 1 . 


KW 


G-protein 


coupled 


receptor ; 


Transmembrane . 
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FT 


TRANSMEM 


171 


191 
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FT 
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FT 


DOMAIN 
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373 


CYTOPLASMIC (POTENTIAL) . 


FT 


DISULFID 


126 


203 


BY SIMILARITY. 


SQ 


SEQUENCE 


373 AA; 


42763 MW; 2E7BB012F5D6FD09 CRC64 ; 


Query Match 




81.2%; 


Score 1542; DB 1; Length 



Best Local Similarity 80.0%; Pred. No. 1.6e-86; 
Matches 288; Conservative 24; Mismatches 48, 



Indels 



0 ; Gaps 



0; 



QY 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 



1 MLSTSRSRFIRNTNESGEEVTTFFDYDYGAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGN 60 

: I I M hi || I I I I I M! ' II I I I , I I ' I I I 

14 ILSTSHSLFPRSIQELDEGATTPYDYDDGEPCHKTSVKQIGAWILPPLYSLVFI FGFVGN 73 

61 MLVVLILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

-,111 HUM IIIMIIIIhIM Ml IIIIIIIM IIIIIIMI 

74 MLVI I ILISCKKLKSMTDI YLFNLAISDLLFLLTLPFWAHYAANEWVFGNIMCKLFTGLY 133 
121 HIGYFGGIFFI I LLTI DRYLAI VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI I FTK 180 

IIIIIIIIIIIIIIMMIIIIIIIIIIIIIMIIIIhllhlhlllllhlMIIII 

134 HIGYFGGIFFI I LLTI DRYLAI VHAVFALKARTVTFGVI TSVVTW WAVFASLPG 1 1 FTK 193 
181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHR 24 0 

-M = MM I II lllllll Ihh III I II UNI 

194 SEQEDDQHTCGPYFPTIWKNFQTIMRNILSLI LPLLVMVI CYSGI LHTLFRCRNEKKRHR 2 53 
241 AVRVI FTIMI VYFLFWTPYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 3 00 

i , ';l III I INN |:||| I I I I I I I I M I I I II h 

254 AVRLIFAIMI VYFLFWTPYNI VLFLTTFQEFLGMSNCWDMHLDQAMQVTETLGMTHCCV 313 
3 01 NP I I YAFVGEKFRRYLS VFFRKH I TKRFCKQCP VFYRETVDG VTSTNTPSTGEQEVSAGL 3 60 

1 1 1 1 1 f 1 1 1 1 1 f 1 1 1 1 1 = r 1 1 1 1 1 i iiiiiiiiiii i hi iiiiiiiiii ii 

314 NP I I YAFVGEKFRRYLS I FFRKHIAKNLCKQCPVFYRETADRVSSTFTPSTGEQEVSVGL 373 



RESULT 4 
CKR2__M0USE 

ID CKR2_M0USE STANDARD; PRT; 373 AA. 

AC P51683; Q61172; 

DT 01-OCT-1996 (Rel . 34, Created) 

DT 01-NOV-1997 (Rel. 35, Last sequence update) 

DT 28-FEB-2003 (Rel. 41, Last annotation update) 

DE C-C chemokine receptor type 2 (C-C CKR-2) (CC-CKR-2) (CCR-2) (CCR2) 

DE (JE/FIC receptor) (MCP-1 receptor) . 

GN CCR2 OR CMKBR2 . 

OS Mus musculus (Mouse) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Rodent ia; Sciurognathi ; Muridae; Murinae; Mus . 

OX NCBI_TaxID=10090; 

RN [1] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=962 0593 8; PubMed=863 1787 ; 

RA Boring L. , Gosling J., Monteclaro F.S., Lusis A.J., Tsou C.-L., 

RA Charo I . F . ; 

RT "Molecular cloning and functional expression of murine JE (monocyte 

RT chemoattractant protein 1) and murine macrophage inflammatory protein 

RT lalpha receptors: evidence for two closely linked C-C chemokine 

RT receptors on chromosome 9 . " ; 

RL J. Biol. Chem. 271:7551-7558(1996). 

RN [2] 

RP SEQUENCE FROM N.A. 

RC STRAIN =BALB/c ; 

RX MEDLINE=96216064 ; PubMed=86628 2 3 ; 

RA Kurihara T. , Bravo R . ; 

RT "Cloning and functional expression of mCCR2, a murine receptor for 

RT the C-C chemokines JE and FIC"; 

RL J. Biol. Chem. 271:11603-11606(1996). 

RN [3] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=97 02 672 0; PubMed=8 8 728 98 ; 

RA Heesen M. , Tanabe S., Berman M.A. , Yoshizawa I., Luo Y., Kim R. , 

RA Post T.W., Gerard C. , Dorf M.E.; 

RT "Mouse astrocytes respond to the chemokines MCP-1 and KC, but reverse 

RT transcriptase-polymerase chain reaction does not detect mRNA for the 

RT KC or new MCP-1 receptor. " ; 

RL J. Neurosci. Res. 45:382-391(1996). 

CC -!- FUNCTION: RECEPTOR FOR THE MCP-1 (JE) , MCP-3 (FIC) AND MCP-5 
CC CHEMOKINES. TRANSDUCES A SIGNAL BY INCREASING THE INTRACELLULAR 

CC CALCIUM IONS LEVEL . 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- TISSUE SPECIFICITY: DETECTED IN MONOCYTE /MACROPHAGE CELL LINES, 
CC BUT NOT IN NONHEMATOPOI ETI C CELL LINES. 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Bioinf ormat ics and the EMBL outstation - 

CC the European Bioinf ormat ics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 

CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 

CC or send an email to license@isb-sib. ch) . 

CC 



DR 


EMBL; U47035; AAC52453.1; - 




DR 


EMBL; U51717; AAC52557.1; - 




DR 


EMBL; U56 


819; AAC52784.1; - 




DR 


MGD; MGI : 


106185; 


Ccr2 . 




DR 


GO; GO:0016493; 


F: 


C-C chemokme receptor activity; IDA. 


DR 


GO; GO:0019955; 


F: 


cytokine 


binding activity; IPI. 


DR 


GO; GO:0016066; 


P: 


cellular 


defense response (sensu Vert 


DR 


GO; GO:0030097; 


P : hemopoiesis ; IMP. 


DR 


GO; GO:0006959; 


P: 


humoral immune response; IMP. 


DR 


GO; GO: 0006954; 


P: 


inflammatory response; IMP. 


DR 


GO; GO: 0030334; 


P: 


regulation of cell migration; IMP. 


DR 


InterPro; 


IPR000276; GPCR_Rhodpsn . 


DR 


Pfam; PF00001; 7tm_l; 1. 




DR 


PRINTS; PR00237; 


GPCRRHODOPSN. 


DR 


PROSITE; 


PS00237; 


G^PROTEIN 


_RECEP_F1_1 ; 1 . 


DR 


PROSITE; 


PS50262 ; 


GJPROTEIN 


_RECEP_F1_2 ; 1 - 


KW 


G-protein 


coupled 


receptor ; 


Transmembrane . 
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7 (POTENTIAL) . 
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373 


CYTOPLASMIC (POTENTIAL) . 


FT 


DISULFID 


126 




203 


BY SIMILARITY. 


FT 


CONFLICT 


39 




39 


Y - > H (IN REF. 1) . 


FT 


CONFLICT 


184 




184 


A -> G (IN REF . 1) . 


FT 


CONFLICT 


264 




264 


V -> G (IN REF. 1) . 


SQ 


SEQUENCE 


373 AA; 


42782 MW; FA0 12 CI 0F4C93 25A CRC64 ; 



Query Match 8 0.8%; Score 1535; DB 1; Length 373; 

Best Local Similarity 79.7%; Pred . No, 4.3e-86; 

Matches 287; Conservative 25; Mismatches 48; Indels 0; Gaps 0; 

Qy 1 MLSTSRSRF I RNTNESGEEVTTFFDYDYGAPCHKFDVKQ I GAQLLPPLYSLVF I FGFVGN 60 

: II I I MM I I II I I I I I I IIMII MIIIIMIIMIIMI 
Db 14 ILSTSHSLFTRSIQELDEGATTPYDYDDGEPCHKTSVKQIGAWILPPLYSLVFI FGFVGN 73 

Qy 61 MLWLILINCKKLKCLTDIYLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLY 120 

IIMMII Mill MIMIIIIIIIMMMIII Ml I f 1 1 1 j 1 1 1 IMMIMI 

Db 74 MLVI I ILIGCKKLKSMTDI YLLNLAISDLLFLLTLPFWAHYAANEWVFGNIMCKVFTGLY 133 



Qy 121 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTK 180 

1 1 M 1 1 1 1 1 1 1 1 1 M 11 1 1 M I M M 1 1 1 M 1 1 1 II M : I II : 1 1 : M M I h M M I II 

Db 134 HIGYFGGIFFIILLTIDRYLAIVHAVFALKARTVTFGVITSWTWWAVFASLPGIIFTK 193 



Qy 181 CQKEDSVYVCGPYFPRGWNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHR 240 

- I 1 1 1 M : I II ill MIIIMMIIIMM II II II M M M 

Db 194 SKQDDHHYTCGPYFTQLWKNFQTIMRN I LSLI LPLLVMVI CYSGI LHTLFRCRNEKKRHR 253 



Qy 241 AVRVI FTIMI VYFLFWTPYNI VTLLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI 300 

WW I MM MM I - I MM hill MM MMMMMMI 

Db 254 AVRLIFAIMIWFLFWTPYNIVLFLTTFQESLGMSNCVIDKHLDQAMQVTETLGMTHCCI 313 

Qy 3 01 NPIIYAFVGEKFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

MMIMMMMMMMMMI M MMIMMM I MM MMMMM 1 1 

Db 314 NPVI YAFVGEKFRRYLSI FFRKHI AKRLCKQCPVFYRETADRVSSTFTPSTGEQEVSVGL 373 



RESULT 5 
CKR5_MOUSE 

ID CKR5_MOUSE STANDARD; PRT; 3 54 AA. 

AC P51682; 035313; 035891; P97308; P97405; Q61867; 

DT 01-OCT-1996 (Rel . 34, Created) 

DT 15-JUL-1998 (Rel. 36, Last sequence update) 

DT 15-SEP-2003 (Rel. 42, Last annotation update) 

DE C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (MIP-1 

DE alpha receptor) . 

GN CCR5 OR CMKBR5 . 

OS Mus musculus (Mouse) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Rodent ia; Sciurognathi ; Muridae; Murinae; Mus. 

OX NCBI_TaxID=10090; 

RN [1] 

RP SEQUENCE FROM N.A. 

RC STRAIN=129/SvJ; TI SSUE=Spleen ; 

RX MEDLINE=96205938 ; PubMed=8631787 ; 

RA Boring L. , Gosling J., Monteclaro F.S., Lusis A.J., Tsou C.-L., 

RA Charo I .F. ; 

RT "Molecular cloning and functional expression of murine JE (monocyte 

RT chemoattractant protein 1) and murine macrophage inflammatory protein 

RT lalpha receptors: evidence for two closely linked C-C chemokine 

RT receptors on chromosome 9 . " ; 

RL J. Biol. Chem. 271 ; 7551-7558 ( 1996 ) . 

RN [2] 

RP SEQUENCE FROM N.A. 

RC STRAIN=C57BL/6 X CBA; TI SSUE=Thymus ; 

RX MEDLINE=96278910; PubMed=8662 8 9 0 ; 

RA Meyer A. , CoyleA.J., Proudfoot A.E.I. ( Wells T.N. C. , Power C. A. ; 

RT "Cloning and characterization of a novel murine macrophage 

RT inflammatory protein-1 alpha receptor."; 

RL J. Biol. Chem. 271:14445-14451(1996). 

RN [3] 

RP SEQUENCE FROM N.A. 

RC STRAIN=129/01a; 

RA Kuziel W.A., Beck M.A., Dawson T.C., Maeda N. ; 

RL Submitted (DEC- 1996) to the EMBL/ GenBank/DDBJ databases. 

RN [4] 

RP SEQUENCE FROM N.A. 

RC STRAIN=C57BL/6, and NIH Swiss; T I SSUE= Kidney , Liver, and Spleen; 

RX MEDLINE=98 0 013 87; PubMed- 934 3222 ; 

RA Kuhmann S.E., Piatt E.J., Kozak S.L., Kabat D. ; 

RT "Polymorphisms in the CCR5 genes of African green monkeys and mice 

RT implicate specific amino acids in infections by simian and human 

RT immunodeficiency viruses."; 

RL J. Virol. 71:8642-8656(1997). 



RN [5] 

RP SEQUENCE FROM N.A. 
RC STRAIN=12 9; 

RX MEDLINE=97404635; PubMed=9261347 ; 

RA Doranz B.J., Lu Z.H., Rucker J., Zhang T.Y., Sharron M., Cen Y.H., 
RA Wang Z.X., Guo H.H., Du J.G., Accavitti M.A., Doms R.W., Peiper S.C.; 
RT "Two distinct CCR5 domains can mediate coreceptor usage by human 
RT immunodeficiency virus type 1 . " ; 
RL J. Virol. 71:6305-6314(1997). 
RN [6] 

RP SEQUENCE FROM N.A. 

RA Guo B., Kuno K. , Harada A., Matsushima K. ; 

RL Submitted (JAN-1997) to the EMBL/GenBank/DDBJ databases. 

CC -!- FUNCTION: RECEPTOR FOR A C-C TYPE CHEMOKINE . BINDS TO MI P-l -ALPHA, 
CC MIP-1-BETA AND RANTES AND SUBSEQUENTLY TRANSDUCES A SIGNAL BY 

CC INCREASING THE INTRACELLULAR CALCIUM IONS LEVEL. 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- TISSUE SPECIFICITY: DETECTED IN MONOCYTE /MACROPHAGE CELL LINES, 
CC BUT NOT IN NONHEMATOPOI ETI C CELL LINES. 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 
CC between the Swiss Institute of Bioinf ormat ics and the EMBL outstation - 
CC the European Bioinf ormat ics Institute. There are no restrictions on its 
CC use by non-profit institutions as long as its content is in no way 
CC modified and this statement is not removed. Usage by and for commercial 
CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 
CC or send an email to 1 icense@isb- sib . ch) . 

CC 

DR EMBL; U47036; AAC524 54.1; -. 
DR EMBL; X94151; CAA63 867.1; -. 
DR EMBL; U68565; AAB37273.1; -. 
DR EMBL; U83327; AAC53386.1; -. 
DR EMBL; AF022990; AAC53389.1; -. 
DR EMBL; AF019772; AAB71183.1; -. 
DR EMBL; D83648; BAA12024.1; -. 
DR MGD; MGI: 107182; Ccr5 . 

DR GO; GO: 0016493; F:C-C chemokme receptor activity; IDA. 

DR GO; GO: 0006952; P:defense response; IMP. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PR0TEIN_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PROTEI N_RECEP_F1_2 ; 1. 

KW G-protein coupled receptor; Transmembrane; Glycoprotein; Polymorphism. 
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FT 


TRANSMEM 


238 


262 



FT 


DOMAIN 


263 


279 


EXTRACELLULAR (POTENTIAL) . 


FT 


TRANSMEM 


280 


303 


7 (POTENTIAL) . 


FT 


DOMAIN 


304 


354 


CYTOPLASMIC 


! (POTENTIAL) . 


FT 


DISULFID 


103 


180 


BY SIMILARITY. 


FT 


CARBOHYD 


270 


270 


N-LINKED (GLCNAC. . .) (POTENTIAL 


FT 


VARIANT 


11 


11 


I -> 


S. 






FT 


VARIANT 


62 


62 


K -> 


R. 






FT 


VARIANT 


66 


66 


V -> 


M. 






FT 


VARIANT 


97 


97 


I -> 


V. 






FT 


VARIANT 


109 


109 


V -> 


L. 






FT 


VARIANT 


156 


156 


V -> 


A. 






FT 


VARIANT 


160 


160 


F -> 


S. 






FT 


VARIANT 


185 


185 


P -> 


L. 






FT 


VARIANT 


213 


213 


I -> 


V. 






FT 


VARIANT 


318 


318 


I -> 


M . 






FT 


VARIANT 


337 


337 


V -> 


A. 






FT 


CONFLICT 


3 


3 


F -> 


L 


(IN 


REF. 2) . 


FT 


CONFLICT 


80 


80 


L -> 


F 


(IN 


REF. 2) . 


FT 


CONFLICT 


145 


145 


N -> 


I 


(IN 


REF . 5) . 


FT 


CONFLICT 


190 


190 


H -> 


Y 


(IN 


REF . 3) . 


FT 


CONFLICT 


208 


208 


P -> 


S 


(IN 


REF. 1) . 


SQ 


SEQUENCE 


354 AA; 


40863 


MW; B4A6B942E88F9CF0 CRC64 ; 



Query Match 73.5%; Score 13 96; DB 1; Length 354; 

Best Local Similarity 74.6%; Pred. No. 9.7e-78; 

Matches 261; Conservative 33; Mismatches 50; Indels 6; Gaps 2; 

Qy 17 GEEVTTFFDYDYG - - APCHKFDVKQ I GAQLLP PLYSLVF I FGFVGNMLWLI LINCKKLK 74 

I I H III III I M IMIIIIIIMIIIIIIIIhl lllhlllll 
Db 5 GSVPTYI YDI DYGMSAPCQKI NVKQI AAQLLPPLYSLVFI FGFVGNMMVFLI LI SCKKLK 64 

Qy 75 CLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI ILL 134 

Mllllllllllllllhlll III I'M llhllhlllllllllllllll 

Db 65 SVTD I YLLNLAI SDLLFLLTLPFWAHYAANEW I FGN IMCKVFTGVYHI G YFGG I FF I I LL 124 

Qy 135 TIDRYLAIVHAVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYF 194 

I'll I MM I Ml llhllhlhlllllhl ||lh Ml | | hi 
Db 125 TI DRYLAI VHAVFALKVRTWFGVI TSVVTWVVAVFASLPEI I FTRSQKEGFHYTCSPHF 184 

Qy 195 PRG WNNFHT I MRN I LGL VLPLL I MVI CYSG I LKTLLRCRN EKKRHRAVRV I FT I M I 250 

I I M h M hIMhIMIMIII II I I I I I ! I I I I I I I : I I III 

Db 185 PHTQYHFWKSFQTLKMVI LSLI LPLLVMI I CYSGI LHTLFRCRNEKKRHRAVRLI FAIMI 244 

Qy 251 VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGE 310 

MMIMMMIMI IIMIIIhll h-IMI I IIIMIMIhllMIIIIII 

Db 24 5 VYFLFWTPYNI VLLLTTFQEFFGLNNCSSSNRLDQAMQATETLGMTHCCLNPVI YAFVGE 3 04 

Qy 311 KFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

III IIMIIMM II M I hi I MM III II 

Db 3 05 KFRSYLSVFFRKHI VKRFCKRCSIFQQDNPDRVSSVYTRSTGEHEVSTGL 3 54 



RESULT 6 
CKR5_RAT 

ID CKR5_RAT STANDARD; PRT; 354 AA . 

AC 008556; 

DT 01-NOV-1997 (Rel . 35, Created) 



DT 01-NOV-1997 (Rel . 35, Last sequence update) 

DT 30-MAY-2000 (Rel. 39, Last annotation update) 

DE C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (MIP-1 

DE alpha receptor) . 

GN CCR5 OR CMKBR5. 

OS Rattus norvegicus (Rat) . 

OC Eukaryota; Metazoa; Chorda ta ; Crania ta ; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Rodent ia; Sciurognathi ; Muridae; Murinae; Rattus. 

OX NCBI_TaxID=10116; 

RN [1] 

RP SEQUENCE FROM N.A. 

RC STRAIN=Wistar ; TISSUE=Brain ; 

RX MEDLINE=98334064 ; PubMed= 9670 98 9 ; 

RA Spleiss 0., Gourmala N., Boddeke H.W.G.M., Sauter A. , Fiebich B.L., 

RA Berger M . , Gebicke-Haerter P.J.; 

RT "Cloning of rat HI V- 1 -chemokine coreceptor CKR5 from microglia and 

RT upregulation of its mRNA in ischemic and endotoxinemic rat brain."; 

RL J. Neurosci. Res. 53:16-28(1998). 

RN [2] 

RP SEQUENCE FROM N.A. 

RC STRA I N=Sprague - Dawl ey ; 

RX MEDLINE=98318173; PubMed=965 54 6 7 ; 

RA Jiang Y., Salafranca M.N., Adhikari S., Xia Y., Feng L., Sonntag M.K., 

RA Defiebre CM., Pennell N.A., Streit W.J., Harrison J.K.; 

RT "Chemokine receptor expression in cultured glia and rat experimental 

RT allergic encephalomyelitis."; 

RL J. Neuroimmunol . 86:1-12(1998). 

CC -!- FUNCTION: RECEPTOR FOR A C-C TYPE CHEMOKINE. BINDS TO MIP-1-ALPHA, 
CC MIP-1-BETA AND RANTES AND SUBSEQUENTLY TRANSDUCES A SIGNAL BY 

CC INCREASING THE INTRACELLULAR CALCIUM IONS LEVEL. 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Bioinf ormat ics and the EMBL outstation - 

CC the European Bioinf ormatics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 

CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 

CC or send an email to 1 icense®isb-s ib . ch) . 

CC 

DR EMBL; Y12009; CAA72737.1; -. 

DR EMBL; U77350; AAC03243.1; -. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001 ; 7tm_l ; 1 . 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G__PR0TEIN_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PR0TEIN_RECEP_F1_2 ; 1. 

KW G-protein coupled receptor; Transmembrane; Glycoprotein. 

FT DOMAIN 1 32 EXTRACELLULAR (POTENTIAL) . 

FT TRANSMEM 33 6 0 1 (POTENTIAL) . 

FT DOMAIN 61 70 CYTOPLASMIC (POTENTIAL) . 

FT TRANSMEM 71 91 2 (POTENTIAL) . 

FT DOMAIN 92 104 EXTRACELLULAR (POTENTIAL) . 

FT TRANSMEM 105 126 3 ( POTENTIAL) . 

FT DOMAIN 127 143 CYTOPLASMIC (POTENTIAL) . 

FT TRANSMEM 144 168 4 (POTENTIAL) . 



FT 


DOMAIN 


169 


200 


EXTRACELLULAR (POTENTIAL) . 


FT 


TRANSMEM 


201 


220 


5 (POTENTIAL) . 


FT 


DOMAIN 


221 


237 


CYTOPLASMIC (POTENTIAL) . 


FT 


TRANSMEM 


238 


262 


6 (POTENTIAL) . 


FT 


DOMAIN 


263 


279 


EXTRACELLULAR (POTENTIAL) . 


FT 


TRANSMEM 


280 


303 


7 (POTENTIAL) . 


FT 


DOMAIN 


304 


354 


CYTOPLASMIC (POTENTIAL) . 


FT 


DISULFID 


103 


180 


BY SIMILARITY . 


FT 


CARBOHYD 


270 


270 


N-LINKED (GLCNAC. . .) (POTENTIAL) 


SQ 


SEQUENCE 


354 AA; 


41030 


MW; 77EDB368AA4C868D CRC64 ; 



Query Match 72.9%; Score 1386; DB 1; Length 354; 

Best Local Similarity 74.9%; Pred. No. 3.9e-77; 

Matches 262; Conservative 30; Mismatches 52; indels 6; Gaps 2; 
Qy 17 GEEVTTFFDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILINCKKLK 74 

I I M II III I Mill IIIIIIIIIIIIIIIIIIMM MINIMI 

Db 5 GS I PTY I YDIDYSMSAPCQKVNVKQ I AAQLLPPLYSLVF I FGFVGNMMVFLI LI SCKKLK 64 

Qy 75 CLTDI YLLNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI I LL 134 

MUM MIMIMMMM III M 1 1 1 1 1 1 1 IIIIMhIIIMIMIIIIIII 

Db 65 SMTDI YLFNLAISDLLFLLTLPFWAHYAANEWVFGNIMCKLFTGI YHIGYFGGIFFI ILL 124 



Qy 13 5 TI DRYLAI VHAVFALKARTVTFGVVTSVI TWLVAVFASVPGI I FTKCQKEDSVYVCGPYF 194 

MMMMMMMMIMI IIIMIhllMIII hi III : III I I I Ml 

Db 125 TIDRYLAIVHAVFAI KARTWFGVITSWTWVVAVFVSLPEI I FMRSQKEGSHYTCSPHF 184 



Qy 195 PRGWNNFHTIMRN I LGLVLPLLIMVI CYSG I LKTLLRCRNEKKRHRAVRVI FTIMI 250 

I I M h II hlllhlllllllll II IIIMIMIIIIIMI III 

Db 185 LHIQYRFWKHFQTLKMVI LSLILPLLVMVICYSGILNTLFRCRNEKKRHRAVRLIFAIMI 244 



Qy 251 VYFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI IYAFVGE 310 

Mlllllllllhll MM'- |::MIII f I I I I I I I I I I I ^ I I = I I I I I I I 
Db 24 5 VYFLFWTPYNI VLLLTTFQEYFGLNNCSSSNRLDQAMQVTETLGMTHCCLNPVI YAFVGE 3 04 

Qy 311 KFRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

III MIIIIMM Mill I M : MM I MIMIII M 

Db 305 KFRNYLSVFFRKHIVKRFCKHCSIFQQVNPDRVSSVYTRSTGEQEVSTGL 354 



RESULT 7 
CKR5_CERTO 

ID CKR5_CERTO STANDARD; PRT; 3 52 AA . 

AC 062743; 062744; 062745; 062746; 

DT 15-DEC-1998 (Rel . 37, Created) 

DT 15-DEC-1998 (Rel. 37, Last sequence update) 

DT 16-OCT-2001 (Rel. 40, Last annotation update) 

DE C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (CCR5) . 

GN CCR5 OR CMKBR5. 

OS Cercocebus torquatus atys (Red-crowned mangabey) (Sooty mangabey) . 

OC Eukaryota; Metazoa; Chordata; Crania ta ; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini ; Cercopithecidae; 

OC Cercopithecinae; Cercocebus. 

OX NCBI_TaxID=9531; 
RN [1] 

RP SEQUENCE FROM N . A . 

RC STRAIN=Isolate 079, 085, 087, and 089; 



RX MEDLINE=98321155 ; PubMed= 9656 9 9 9 ; 

RA Chen Z., Gett le A . , Ho D.D., Marx P. A.; 

RT "Primary SIVsm isolates use the CCR5 coreceptor from sooty mangabeys 

RT naturally infected in west Africa: a comparison of coreceptor usage 

RT of primary SIVsm, HIV-2, and SIVmac . " ; 

RL Virology 246:113-124(1998). 

CC -!- FUNCTION: RECEPTOR FOR A C-C TYPE CHEMOKINE . BINDS TO MI P- 1 -ALPHA, 
CC MIP-1-BETA AND RANTES AND SUBSEQUENTLY TRANSDUCES A SIGNAL BY 

CC INCREASING THE INTRACELLULAR CALCIUM IONS LEVEL. MAY PLAY A ROLE 

CC IN THE CONTROL OF GRANULOCYTIC LINEAGE PROLIFERATION OR 

CC DIFFERENTIATION . 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Biomf ormat ics and the EMBL outstation - 

CC the European Bioinf ormat ics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 

CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 

CC or send an email to 1 icense^isb-s ib . ch) . 

















DR 


EMBL; AF051902; 


AAC39830. 


1; 




DR 


EMBL; AF051903; 


AAC39831 . 


1 ; 




DR 


EMBL; AF051904; 


AAC39832. 


1; 




DR 


EMBL; AF051905; 


AAC39833. 


1; 




DR 


InterPro; 


IPR000276; GPCR 


_Rhodpsn . 


DR 


Pfam; PF00001; 7tm_l; 1. 






DR 


PRINTS; PR00237 




GPCRRHODOPSN . 


DR 


PROSITE; 


PS00237 ; 


G_PROTEIN_ 


RECEP Fl 1; 1. 


DR 


PROSITE ; 


PS50262 ; 


G_PROTEIN_ 


]RECEP_F1_2 ; 1 . 


KW 


G-protein 


coupled 


receptor; 


Transmembrane ; Glycoprot ei 


FT 


DOMAIN 


1 




30 




EXTRACELLULAR ( POTENTIAL) 


FT 


TRANSMEM 


31 




58 




1 (POTENTIAL) . 


FT 


DOMAIN 


59 




68 




CYTOPLASMIC { POTENTIAL) . 


FT 


TRANSMEM 


69 




89 




2 (POTENTIAL) . 


FT 


DOMAIN 


90 




102 




EXTRACELLULAR (POTENTIAL) 


FT 


TRANSMEM 


103 




124 




3 (POTENTIAL) . 


FT 


DOMAIN 


125 




141 




CYTOPLASMIC (POTENTIAL) . 


FT 


TRANSMEM 


142 




166 




4 (POTENTIAL) . 


FT 


DOMAIN 


167 




198 




EXTRACELLULAR ( POTENTIAL) 


FT 


TRANSMEM 


199 




218 




5 (POTENTIAL) . 


FT 


DOMAIN 


219 




235 




CYTOPLASMIC (POTENTIAL) . 


FT 


TRANSMEM 


236 




260 




6 (POTENTIAL) . 


FT 


DOMAIN 


261 




277 




EXTRACELLULAR ( POTENTIAL) 


FT 


TRANSMEM 


278 




301 




7 (POTENTIAL) . 


FT 


DOMAIN 


302 




352 




CYTOPLASMIC (POTENTIAL) . 


FT 


DISULFID 


101 




178 




BY SIMILARITY. 


FT 


MOD_RES 


3 




3 




SULFATION (BY SIMILARITY) 


FT 


MOD RES 


10 




10 




SULFATION (BY SIMILARITY) 


FT 


MOD__RES 


14 




14 




SULFATION (BY SIMILARITY) 


FT 


MOD_RES 


15 




15 




SULFATION (BY SIMILARITY) 


FT 


VARIANT 


2 




2 




D - > E (IN ISOLATE 087) . 


FT 


VARIANT 


3 




3 




Y -> D (IN ISOLATE 079) . 


FT 


VARIANT 


25 




25 




V -> G (IN ISOLATE 087) . 


FT 


VARIANT 


100 




100 




M - > K (IN ISOLATE 079) . 


FT 


VARIANT 


107 




107 




L -> V (IN ISOLATE 08 9) . 



FT VARIANT 134 134 V -> G (IN ISOLATE 079). 

FT VARIANT 146 146 V -> L (IN ISOLATES 085 AND 089) . 

FT VARIANT 340 340 T -> I (IN ISOLATE 079) . 

SQ SEQUENCE 352 AA; 40489 MW; 20A1 96E2D4 7E4 9CA CRC64 ; 

Query Match 72.4%; Score 1376; DB 1; Length 352; 

Best Local Similarity 76.4%; Pred. No. 1.5e-76; 

Matches 262; Conservative 31; Mismatches 44; Indels 6; Gaps 2; 

Qy 24 FDYDY--GAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILINCKKLKCLTDIYL 81 

:| I I II I : II I I hllllMIIMIIIMIhlMllllllhM ''II 

Db 10 YDI DYYTSEPCQKI NVKQI AARLLPPLYSLVF I FGFVGNI LWLI LI NCKRLKSMTDI YL 69 

Qy 82 LNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYH I GYFGGI FF 1 1 LLTI DRYLA 141 

llllllllllhhl III II - I III 11 = 1 I I I I Ihl IMIIIIIIIIIIII 
Db 70 LNLAI SDLLFLLTVPFWAHYAAAQVIDFGNTMCQLLTGLYF I GFFSGI FF I 1 LLTI DRYLA 129 

Qy 142 IVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP RG 197 

I,! i I ;l II I ' I II U I! I hi I I hll 

Db 130 I VHAVFALKARTVTFGWTSVI TW WAVFASLPG 1 1 FTRSQREGLHYTCS PHF P YSQYQF 189 

Qy 198 WNNFHT I MRN I LGLVLPLLI M V I CYSG I LKTLLRCRNEKKRHRAVRV I FT I M I VY FLFWT 257 

I II h 1 1 1 ! : I ! - 1 1 1 1 1 , 1 < I : 1 1 1 1 . 1 1 I : I ' 1 1 1 1 1 1 

Db 190 WKNFQTLKI VI LGLVLPLLVMVI CYSGI LKTLLRCRNEKKRHRAVRLI FTIMI VYFLFWA 249 

Qy 258 PYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

llllhllllllllllhll h-IMI 'I I! ll'l, III 'Mill 
Db 250 PYNI VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 309 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 

MM Mill | :| :| : :| | ||||||:| 

Db 310 VFFQKHI AKRFCKCCS I FQQEASERASSVYTRSTGEQEI S VGL 352 

RESULT 8 
CKR5_HYLLE 

ID CKR5_HYLLE STANDARD; PRT; 3 52 AA . 

AC 097883; 

DT 30-MAY-2000 (Rel . 39, Created) 

DT 30-MAY-2000 (Rel. 39, Last sequence update) 

DT 28-FEB-2003 (Rel. 41, Last annotation update) 

DE C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (CCR5) . 

GN CCR5 OR CMKBR5. 

OS Hylobates leucogenys (White-cheeked gibbon) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Hylobatidae; Hylobates. 

OX NCBI_TaxID=61853 ; 

RN [1] 

RP SEQUENCE FROM N . A . 

RX MEDLINE=99416438; PubMed=104 8697 0 ; 

RA Zhang Y.-W., Ryder O.A., Zhang Y.-P.; 

RT "Sequence evolution of the CCR5 chemokine receptor gene in primates. "; 

RL Mol . Biol. Evol. 16:1145-1154(1999). 

CC -!- FUNCTION: RECEPTOR FOR A C-C TYPE CHEMOKINE. BINDS TO MIP-1-ALPHA, 
CC MIP-1-BETA AND RANTES AND SUBSEQUENTLY TRANSDUCES A SIGNAL BY 

CC INCREASING THE INTRACELLULAR CALCIUM IONS LEVEL . MAY PLAY A ROLE 

CC IN THE CONTROL OF GRANULOCYTIC LINEAGE PROLIFERATION OR 



CC DIFFERENTIATION . 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Biomformat ics and the EMBL outstation - 

CC the European Bioinf ormatics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 

CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 

CC or send an email to 1 icense^isb- sib . ch) . 

CC 

DR EMBL; AF075451; AAD19863.1; -. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 



DR 


PROSITE; 


PS00237; 


G_PROTEIN 


_RECEP Fl 1; 1. 


DR 


PROSITE; 


PS50262; 


g_protein~ 


]RECEP_F1_2; 1. 


KW 


G-protein 


coupled 


receptor; 


Transmembrane ; Glycoprotei: 


FT 


DOMAIN 


1 


30 


EXTRACELLULAR ( POTENTIAL) 


FT 


TRANSMEM 


31 


58 


1 (POTENTIAL) . 


FT 


DOMAIN 


59 


68 


CYTOPLASMIC (POTENTIAL) . 


FT 


TRANSMEM 


69 


89 


2 (POTENTIAL) . 


FT 


DOMAIN 


90 


102 


EXTRACELLULAR ( POTENTIAL ) 


FT 


TRANSMEM 


103 


124 


3 (POTENTIAL) . 


FT 


DOMAIN 


125 


141 


CYTOPLASMIC (POTENTIAL) . 


FT 


TRANSMEM 


142 


166 


4 (POTENTIAL) . 


FT 


DOMAIN 


167 


198 


EXTRACELLULAR ( POTENTIAL) 


FT 


TRANSMEM 


199 


218 


5 (POTENTIAL) . 


FT 


DOMAIN 


219 


235 


CYTOPLASMIC (POTENTIAL) . 


FT 


TRANSMEM 


236 


260 


6 (POTENTIAL) . 


FT 


DOMAIN 


261 


277 


EXTRACELLULAR ( POTENTIAL ) 


FT 


TRANSMEM 


278 


301 


7 (POTENTIAL) . 


FT 


DOMAIN 


302 


352 


CYTOPLASMIC (POTENTIAL) . 


FT 


DISULFID 


101 


178 


BY SIMILARITY. 


FT 


MOD_RES 


3 


3 


SULFATION (BY SIMILARITY) 


FT 


MOD_RES 


10 


10 


SULFATION (BY SIMILARITY) 


FT 


MOD_RES 


14 


14 


SULFATION (BY SIMILARITY) 


SQ 


SEQUENCE 


352 AA; 


40445 MW; 4 F8 E4 F344CEB7C91 CRC64 ; 



Query Match 72.2%; Score 13 71; DB 1; Length 3 52; 

Best Local Similarity 76.2%; Pred. No. 3.1e-76; 

Matches 259; Conservative 30; Mismatches 47; Indels 4; Gaps 1; 

Qy 25 DYDYGAPCHKFD VKQ I GAQLLP PLYSLVF I FGF VGNMLWL I L I NCKKLKCLTD I YLLNL 84 

Ml M I : I I I I hllllllllllllllMlllhhllllhll :|||||||| 
Db 13 DYDTSEPCQKINVKQI AARLLPPLYSLVFI FGFVGNMLVI LVLINCKRLKSMTDI YLLNL 72 

Qy 85 AISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGIFFI ILLTI DRYLAI VH 144 

Mill I- III || :| Ml ||:| | | | | ||:| IMIIIIIIMIMIIM 
Db 73 AISDLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGIFFI ILLTI DRYLAI VH 132 



Qy 145 AVFALKARTVTFGWTSVT TWLVAVFAS VPG 1 1 FTKCQKEDSVYVCGP YF P RGWNN 200 

IL I ; i , ' I: I Ml || : | | : | I 

Db 133 AVFALKARTVTFGWTSVT TWWAVFASLPGI I FTRSQKEGLHYTCSSHFPYSQYQFWKN 192 



Qy 



201 FHTIMRNILGLVLPLLIMVI CYSGILKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWTPYN 260 



I h llllllllhlllllllllllllllllllllllllhllllllllllll IN 

Db 193 FQTLKI VI LGLVLPLLVMVI CYSG I LKTLLRCRNEKKRHRAVRLI FTIMI VYFLFWAPYN 252 

Qy 261 I V I LLNTFQEFFGLSN CESTSQLDQATQVTETLGMTHCC I N P 1 1 YAF VGEKFRRYLS VFF 320 

Ihllllllllllhll - I IIIMMIIMIIIIIIIIIIIIIII II Ml 

Db 253 I VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLLVFF 312 

Qy 321 RKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

Db 313 QKHIAKHFCKCCSI FQQEAPERASSVYTRSTGEQEISVGL 352 



RESULT 9 
CKR5_MACMU 

ID CKR5_MACMU STANDARD; PRT; 3 52 AA. 

AC P79436; 002746; 

DT 01-NOV-1997 (Rel . 35, Created) 

DT 01-NOV-1997 (Rel. 35, Last sequence update) 

DT 28-FEB-2003 (Rel. 41, Last annotation update) 

DE C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (CCR5) . 

GN CCR5 OR CMKBR5 . 

OS Macaca mulatta (Rhesus macaque) , 

OS Macaca fascicularis (Crab eating macaque) (Cynomolgus monkey) , and 

OS Macaca nemestrina (Pig-tailed macaque) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Cercopithecidae; 

OC Cercopithecinae ; Macaca. 

OX NCBI_TaxID=9544 , 9541, 9545; 

RN [1] 

RP SEQUENCE FROM N.A. 

RC SPECI ES=M. mulatta ; 

RX MEDLINE=97184592; PubMed=903 23 94 ; 

RA Marcon L. , Choe H. , Martin K.A. , Farzan M. , Ponath P.D., Wu L . , 

RA Newman W., Gerard N., Gerard C. , Sodroski J.; 

RT "Utilization of C-C chemokine receptor 5 by the envelope 

RT glycoproteins of a pathogenic simian immunodeficiency virus, 

RT SIVmac239. " ; 

RL J. Virol. 71:2522-2527(1997), 

RN [2] 

RP SEQUENCE FROM N.A. 

RC SPECIES=M. mulatta; STRAIN=Indian macaque; 

RX MEDLINE=97213934 ; PubMed=906 0623 ; 

RA Chen Z. f Zhou P., Ho D.D., Landau N.R., Marx P. A.; 

RT "Genetically divergent strains of simian immunodeficiency virus use 

RT CCR5 as a coreceptor for entry."; 

RL J. Virol. 71:2705-2714(1997). 

RN [3] 

RP SEQUENCE FROM N.A. 

RC SPECI ES=M. mulatta; 

RX MEDLINE = 21354176; PubMed= 1 14 6 1 684 ; 

RA Margulies B.J., Hauer D.A., Clements J.E.; 

RT "Identification and comparison of eleven rhesus macaque chemokine 

RT receptors . " ; 

RL AIDS Res. Hum. Retroviruses 17:981-986(2001). 

RN [4] 

RP SEQUENCE FROM N.A. 

RC SPECIES=M. mulatta, M. fascicularis, and M . nemestrina ; 
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MEDLINE=972 68 687; PubMed=9 1 08 0 95 ; 

Edinger A.L., Amedee A., Miller K. , Doranz B.J., Endres M., 

Sharron M., Samson M., Lu Z.H., Clements J.E., Murphey-Corb M., 

Peiper S.C., Parmentier M . , Broder CC, Doms R.W.; 

"Differential utilization of CCR5 by macrophage and T cell tropic 

simian immunodeficiency virus strains."; 

Proc. Natl. Acad. Sci . U.S.A. 94:4005-4010(1997). 

-!- FUNCTION: RECEPTOR FOR A C-C TYPE CHEMOKINE . BINDS TO MI P- 1 -ALPHA, 
MIP-1-BETA AND RANTES AND SUBSEQUENTLY TRANSDUCES A SIGNAL BY 
INCREASING THE INTRACELLULAR CALCIUM IONS LEVEL. MAY PLAY A ROLE 
IN THE CONTROL OF GRANULOCYTIC LINEAGE PROLIFERATION OR 
DIFFERENTIATION. 

-!- SUBCELLULAR LOCATION: Integral membrane protein. 

-!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

This SWISS-PROT entry is copyright. It is produced through a collaboration 
between the Swiss Institute of Bioinf ormat ics and the EMBL outstation - 
the European Bioinf ormat ics Institute. There are no restrictions on its 
use by non-profit institutions as long as its content is in no way 
modified and this statement is not removed. Usage by and for commercial 
entities requires a license agreement (See http://www.isb-sib.ch/announce/ 
or send an email to license®isb-sib . ch) . 

EMBL; U77672; AAC51109.1; -. 
EMBL; U73739; AAC51158.1; -. 
EMBL; U96762; AAC34132.1; 
EMBL; AF005660; AAB62554.1 
EMBL; AF005661; AAB62555.1 
EMBL; AF005662; AAB62556.1 
InterPro; IPR000276; GPCR_Rhodpsn. 
Pfam; PF00001; 7tm_l; 1. 
PRINTS; PR00237; GPCRRHODOPSN . 
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M - > I (IN REF. 3) . 



FT CONFLICT 292 292 I - > M (IN REF . 3) . 

SQ SEQUENCE 352 AA; 40507 MW; 58B9 6C8 5 9 09FACB2 CRC64 ; 



Query Match 72.1%; Score 1370; DB 1; Length 3 52; 

Best Local Similarity 76.1%; Pred . No. 3.5e-76; 

Matches 261; Conservative 31; Mismatches 45; Indels 6; Gaps 2; 

Qy 24 FDYDY - -GAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LI NCKKLKCLTDI YL 81 

:| II II I HIM hllllllllllllllllhllllMMIhll HUM 

Db 10 YDI DYYTSEPCQKINVKQI AARLLPPLYSLVFI FGFVGNI LWLI LINCKRLKSMTDI YL 69 

Qy 82 LNLAI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI ILLTI DRYLA 141 

llllllllllhhl III II H III Ihl I I I I Ihl I' I 'Mill 
Db 7 0 LNLAI SDLLFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGI FFI ILLTI DRYLA 12 9 

Qy 142 IVHAVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP RG 197 

IIIIIIIIIIIIIIIIIIIIMIhlllMhlllllh hi I I 

Db 13 0 I VHAVFALKARTVTFGWTS VI TW WAVFASLPGI I FTRSQREGLHYTCSSHFPYSQYQF 18 9 

Qy 198 WNNFHTI MRNI LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWT 257 

I II h MllllllhllllMMIMIIIIMIIIIIIIIhllllllllllll 

Db 190 WKNFQTLKMVILGLVLPLLVMVICYSGILKTLLRCRNEKKRHRAVRLIFTIMIVYFLFWA 249 

Qy 2 58 PYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCC I NP I I YAFVGEKFRR YLS 317 

llllhllllllllllhll |:::|MI I I I I II I I I II I M I I I I I I I I I II I II 
Db 250 PYNI VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCI NP I I YAFVGEKFRNYLL 309 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

llhlll Mill I U :| : = | I lllllhl II 
Db 310 VFFQKHIAKRFCKCCSI FQQEAPERASSVYTRSTGEQEISVGL 3 52 



RESULT 10 
CKR5_PANTR 

ID CKR5_PANTR STANDARD; PRT ; 3 52 AA . 

AC P56440; 002778; 

DT 15-JUL-1998 (Rel . 36, Created) 

DT 15-JUL-1998 (Rel. 36, Last sequence update) 

DT 16-OCT-2001 (Rel. 40, Last annotation update) 

DE C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (CCR5) . 

GN CCR5 OR CMKBR5. 

OS Pan troglodytes (Chimpanzee) . 

OC Eukaryota; Metazoa; Chorda ta; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Pan. 

OX NCBI_TaxID=9598 ; 

RN [1] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=97268687 ; PubMed=9 1 08 095 ; 

RA Edinger A.L., Amedee A., Miller K. , Doranz B.J., Endres M . , 

RA Sharron M., Samson M., Lu Z . H . , Clements J.E., Murphey-Corb M., 

RA Peiper S.C., Parmentier M . , Broder C.C., Doms R.W.; 

RT "Differential utilization of CCR5 by macrophage and T cell tropic 

RT simian immunodeficiency virus strains."; 

RL Proc. Natl. Acad. Sci . U.S.A. 94:4 005-4 010(1997). 

RN [2] 

RP SEQUENCE FROM N.A. 

RA Zimmerman P. A., Buckler-White A., Alkhatib G.; 



RL Submitted (MAR-1997) to the EMBL/ GenBank/DDBJ databases. 

RN [3] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=98022612; PubMed=9359654 ; 

RA Zhang L. , Carruthers CD., He T., Huang Y . , Cao Y., Wang G., Hahn B., 

RA HO D.D.; 

RT "HIV type 1 subtypes, coreceptor usage, and CCR5 polymorphism."; 

RL AIDS Res. Hum. Retroviruses 13:1357-1366(1997). 

RN [4] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=974261 18 ; PubMed=9282822 ; 

RA Zacharova V., Zachar V., Goustin A.S.; 

RT "Sequence of chemokme receptor gene CCR5 in chimpanzees, a natural 

RT HIV type 1 host. " ; 

RL AIDS Res. Hum. Retroviruses 13:1159-1161(1997). 

RN [5] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=98090115; PubMed=9430250 ; 

RA Pretet J.-L., Zerbib A., Girard M . , Guillet J.-G., Butor C; 

RT "Chimpanzee CXCR4 and CCR5 act as coreceptors for HIV type 1."; 

RL AIDS Res. Hum. Retroviruses 13:1583-1587(1997). 

CC -!- FUNCTION: RECEPTOR FOR A C-C TYPE CHEMOKINE. BINDS TO MIP-1-ALPHA, 
CC MIP-1-BETA AND RANTES AND SUBSEQUENTLY TRANSDUCES A SIGNAL BY 

CC INCREASING THE INTRACELLULAR CALCIUM IONS LEVEL. MAY PLAY A ROLE 

CC IN THE CONTROL OF GRANULOCYTIC LINEAGE PROLIFERATION OR 

CC DI FFERENTI ATI ON . 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein . 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Bioinf orma tics and the EMBL outstation - 

CC the European Bioinformat ics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 

CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 

CC or send an email to 1 icense®isb-s ib . ch) . 

CC 

DR EMBL; AF005663; AAB62557.1; -. 

DR EMBL; U94329; AAB58446.1; -. 

DR EMBL; AF011542; AAB65742.1; -. 

DR EMBL; U97666; AAC51670.1; -. 

DR EMBL; AF011540; AAB65740.1; 

DR EMBL; U89797; AAC03717.1; -. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PROTEI N_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PR0TEIN_RECEP_F1_2 ; 1. 

KW G-protein coupled receptor; Transmembrane; Glycoprotein; Sulfation. 
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FT 


CONFLICT 
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T - > S (IN REF. 1) . 


SQ 


SEQUENCE 


352 AA; 


40539 


MW; 4A33E698B80FE34C CRC64 ; 



Query Match 72.1%; Score 1370; DB 1; Length 352; 

Best Local Similarity 76.1%; Pred. No. 3.5e-76; 

Matches 261; Conservative 30; Mismatches 46; Indels 6; Gaps 2; 

Qy 24 FDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LINCKKLKCLTDI YL 81 

UN II I HIM M M M MIMIMI I MM INI 

Db 10 YDIDYYTSEPCQKINVKQIAARLLPPLYSLVFI FGFVGNMLVILILINCKRLKSMTDI YL 69 

Qy 82 LNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGIFFIILLTIDRYLA 141 

II III I I : I ^ [ I I I || :| III Ihl MM Ihl M I I I I I M I I I I I I 
Db 70 LNLAISDLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGIFFI ILLTIDRYLA 129 

Qy 142 I VHAVFALKARTVTFGWTS VI TWLVAVFAS VPGI I FTKCQKEDS VYVCGPYFP RG 197 

1 1 . 1 1 1 1 1 1 1 1 . 1 1 1 1 1 1 ! I 1 1 1 1 1 1 : 1 1 i ; ^ III I I 

Db 130 IVHAVFALKARTVTFGVVTSVITWVVAVFASLPGIIFTRSQKEGLHYTCSSHFPYSQYQF 189 

Qy 198 WNNFHTI MRN I LGLVLPLLI MVI CYSG I LKTLLRCRNEKKRHRAVR VI FTI MI VYFLFWT 257 

I II h I III M I I M|M II MIM II Mill MM 

Db 190 WKNFQTLKI VILGLVLPLLVMVICYSGILKTLLRCRNEKKRHRAVRLIFTIMI VYFLFWA 249 

Qy 2 58 P YNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI NPI I YAFVGEKFRRYLS 317 

II MM Ml MM; |:::|||| I I I I I I I I I I I I I I I I I I I I I I I I I I II 
Db 250 PYNI VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 3 09 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 

llhlll I I I I I I M :| : = | I lllllhl II 
Db 310 VFFQKHIAKRFCKCCSI FQQEAPERASSVYTRSTGEQEISVGL 352 



RESULT 11 
CKR5_PONPY 

ID CKR5_PONPY STANDARD; PRT; 3 52 AA. 

AC 097881; 

DT 30-MAY-2000 (Rel . 39, Created) 

DT 30-MAY-2000 (Rel. 39, Last sequence update) 

DT 28-FEB-2003 (Rel. 41, Last annotation update) 

DE C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (CCR5) . 

GN CCR5 OR CMKBR5 . 

OS Pongo pygmaeus (Orangutan) . 

OC Eukaryota; Metazoa; Chordata; Crania ta ; Vertebrata; Euteleostomi ; 
OC Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Pongo. 



OX NCBI_TaxID=96 00; 

RN [1] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=99416438 ; PubMed= 1 04 8 6 97 0 ; 

RA Zhang Y.-W., Ryder O.A., Zhang Y.-P.; 

RT "Sequence evolution of the CCR5 chemokine receptor gene in primates,"; 

RL Mol. Biol. Evol . 16:1145-1154(1999). 

CC -!- FUNCTION : RECEPTOR FOR A C-C TYPE CHEMOKINE. BINDS TO MI P- 1 -ALPHA, 
CC MIP-1-BETA AND RANTES AND SUBSEQUENTLY TRANSDUCES A SIGNAL BY 

CC INCREASING THE INTRACELLULAR CALCIUM IONS LEVEL. MAY PLAY A ROLE 

CC IN THE CONTROL OF GRANULOCYTIC LINEAGE PROLIFERATION OR 

CC DIFFERENTIATION. 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Bioinf ormatics and the EMBL outstation - 

CC the European Bioinf ormat ics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 

CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 

CC or send an email to 1 icense®isb-sib . ch) . 

cc 

DR EMBL; AF075446; AAD19858.1; 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 
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SULFATION (BY SIMILARITY) 


SQ 


SEQUENCE 


352 AA; 


40527 MW; F4E2F47135AF658A CRC64 ; 



Query Match 72.1%; Score 13 70; DB 1; Length 352; 

Best Local Similarity 76.1%; Pred. No. 3.5e-76; 

Matches 261; Conservative 30; Mismatches 46; Indels 6; Gaps 2; 



Qy 



24 FDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LINCKKLKCLTDI YL 81 



M II II I I MIMIIMM I MM. Ill IM- Mllll 

Db 10 YDIDYYTSEPCQKINVKQIAARLLPPLYSLVFIFGFVGNMLVILILINCKRLKSMTDIYL 69 

Qy 82 LNIAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGIFFIILLTIDRYLA 141 

I Ml I I : I : I III II M III Ihl I I I I Ihl IIIIIIIIIIMIII 

Db 70 LNLAISDLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGIFFI ILLTIDRYLA 129 

Qy 142 I VHAVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTKCQKEDSVYVCGPYFP RG 197 

IIIMIIIIMIIIIIIIIIIIIhlllllhlllllh III I I =11 
Db 130 I VHAVFALKARTVTFGWTSVI TWWAVFASLPGI I FTRSQKEGLHYTCSSHFPYSQYQF 189 

Qy 198 WNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHRAVRVIFTIMI VYFLFWT 257 

I II h II II ;iMI : Ml II MM MMM MM 

Db 190 WKNFQTLKI VI LGLVLPLLVMVI CYSGI LKTLLRCRNEKKRHRAVRLI FTIMI VYFLFWA 249 

Qy 258 PYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

I IMM'MI I Ml \ ■- \ \ hlM Ml I II II 

Db 250 PYNI VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 3 09 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 

MM Mill IMM • M I Illllhl II 

Db 310 VFFQKH I AKRFCKCCS I FQQEAPERASSVYTRSTGEQE I SVGL 352 

RESULT 12 
CKR5_GORGO 

ID CKR5_GORGO STANDARD; PRT; 352 AA . 

AC P56439; 

DT 15-JUL-1998 (Rel . 36, Created) 

DT 15-JUL-1998 (Rel. 36, Last sequence update) 

DT 16-OCT-2001 (Rel. 40, Last annotation update) 

DE C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (CCR5) . 

GN CCR5 OR CMKBR5 . 

OS Gorilla gorilla gorilla (Lowland gorilla) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Gorilla. 

OX NCBI_TaxID=9595; 

RN [1] 

RP SEQUENCE FROM N.A. 

RX MEDLI NE = 97268687; PubMed = 9108 0 95 ; 

RA Edinger A.L., Amedee A., Miller K. , Doranz B.J., Endres M . , 

RA Sharron M. , Samson M , , Lu Z.H., Clements J.E., Murphey-Corb M . , 

RA Peiper S.C., Parmentier M . , Broder CC, Doms R.W.; 

RT "Differential utilization of CCR5 by macrophage and T cell tropic 

RT simian immunodeficiency virus strains."; 

RL Proc. Natl. Acad. Sci. U.S.A. 94:4005-4010(1997). 

CC -!- FUNCTION: RECEPTOR FOR A C-C TYPE CHEMOKINE. BINDS TO MIP-1-ALPHA, 
CC MIP-1-BETA AND RANTES AND SUBSEQUENTLY TRANSDUCES A SIGNAL BY 

CC INCREASING THE INTRACELLULAR CALCIUM IONS LEVEL. MAY PLAY A ROLE 

CC IN THE CONTROL OF GRANULOCYTIC LINEAGE PROLIFERATION OR 

CC DI FFERENTI ATI ON . 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

cc 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 
CC between the Swiss Institute of Bioinf ormat ics and the EMBL outstation - 
CC the European Bioinf ormat ics Institute. There are no restrictions on its 



cc 


use by 


non-profit 


institutions as long 


as its contei 


cc 


modified 


and this 


statement 


is not removed , 


Usage by 


cc 


ent i t ies 


requires 


a 


1 icense 


agreement (See 


http : //www . i; 


cc 
cc 

DR 


or send an email to 


license&isb-sib . ch) . 




EMBL; AF005659; AAB62553.1; 






DR 


InterPro; 


IPR000276; GPCR_Rhodpsn . 




DR 


Pfam; PF00001; 7tm_ 


1; 1- 






DR 


PRINTS; PR00237; GPCRRHODOPSN . 




DR 


PROSITE; 


PS00237; 


G 


_PROTEIN_ 


RECEP Fl 1; 1. 




DR 


PROSITE; 


PS50262; 


G 


protein" 


~RECEP_F1_2; 1. 




KW 


G-protein coupled 


receptor; 


Transmembrane ; 


Glycoprotein 


FT 


DOMAIN 
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(POTENTIAL) . 


FT 
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1 (POTENTIAL) 
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FT 
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2 (POTENTIAL) 
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FT 
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103 




124 


3 (POTENTIAL) 
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FT 
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166 


4 (POTENTIAL) 




FT 


DOMAIN 
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198 


EXTRACELLULAR 


(POTENTIAL) . 


FT 


TRANSMEM 


199 




218 


5 (POTENTIAL) 
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DOMAIN 
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235 


CYTOPLASMIC (POTENTIAL) . 


FT 


TRANSMEM 


236 




260 


6 (POTENTIAL) 




FT 


DOMAIN 


261 




277 


EXTRACELLULAR 


(POTENTIAL) . 


FT 


TRANSMEM 


278 




301 


7 (POTENTIAL) 




FT 


DOMAIN 


302 




352 


CYTOPLASMIC (POTENTIAL) . 


FT 


DISULFID 


101 




178 


BY SIMILARITY 




FT 


MOD_RES 


3 




3 


SULFATION (BY 


SIMILARITY) . 


FT 


MOD_RES 


10 




10 


SULFATION (BY 


SIMILARITY) . 


FT 


MOD_RES 


14 




14 


SULFATION (BY 


SIMILARITY) . 


FT 


MOD_RES 


15 




15 


SULFATION (BY 


SIMILARITY) . 


SQ 


SEQUENCE 


352 AA, 




40515 MW; D0E6FCB9FE5EAC84 CRC64 ; 



it is m no way 
and for commercial 



Query Match 72.0%; Score 1368; DB 1; Length 352; 

Best Local Similarity 76.1%; Pred. No. 4.7e-76; 

Matches 261; Conservative 30; Mismatches 46; Indels 



6 ; Gaps 



Qy 


24 


FDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLILINCKKLKCLTDI YL 

M II II 1 HIM IMIIMMIIMIMIIIIIIMMMIhM :|||ll 
YDI DYYTSEPCQKTNVKQI AARLLPPLYSLVFI FGFVGNMLVI LI LINCKRLKSMTDI YL 


81 


Db 


10 


69 


Qy 


82 


LNLAI SDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGIFFI ILLTIDRYLA 

MINIM in || : | ill [|:| mm | 111,1111 

LNLAI SDLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGIFFI ILLTIDRYLA 


141 


Db 


70 


129 


Qy 


142 


IVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP RG 

1 1 1 II 1 1 I 1 1 I 1 1 I 1 1 1 1 1 1 1 1 1 1 = 1 1 1 1 1 1 : 1 1 1 1 M ^ III II Ml 

I VHAVFALKARTVTFGVVTSVITWVVAVFASLPGI IFTRSQKEGLHYTCSSHFPYSQYQF 


197 


Db 


130 


189 


Qy 


198 


WNNFHTI MRN I LGLVLPLLI M VI CYSG I LKTLLRCRNEKKRHRAVRVT FTI M I VYFLFWT 


257 


Db 


190 


1 II h IIMIIIIIMIIIIMIIIIMIIIIIIIIIIIIIMMIIIIIIIII 

WKNFQTLKI VILGLVLPLLVMVI CYSGI LKTLLRCRNEKKRHRAVRLI FTIMI VYFLFWA 


249 


Qy 


258 


PYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 

MIIIMIIIIIIIIIIMI 1 : : : M 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 
PYNIVLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 


317 


Db 


250 


309 



Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 

llhlll Mill | :| :| : :| | ||||||:| 
Db 310 VFFQKHI AKRFCKCCS I FQQEAPERASS VYTRSTGEQEI SVGL 3 52 

RESULT 13 
CKR5_PAPHA 

ID CKR5_PAPHA STANDARD; PRT; 3 52 AA. 

AC P56441; 

DT 15-JUL-1998 (Rel . 36, Created) 

DT 15-JUL-1998 (Rel. 36, Last sequence update) 

DT 16-OCT-2001 (Rel. 40, Last annotation update) 

DE C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (CCR5) . 

GN CCR5 OR CMKBR5 . 

OS Papio hamadryas (Hamadryas baboon) , and 

OS Papio anubis (Olive baboon) . 

OC Eukaryota; Metazoa; Chordata ; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Cercopithecidae ; 

OC Cercopithecinae ; Papio . 

OX NCBI_TaxID=9557, 9555; 

RN [1] 

RP SEQUENCE FROM N . A . 

RC SPECIES=P. hamadryas ; 

RX MEDLINE=97268687; PubMed=9 10 8 0 9 5 ; 

RA Edinger A.L., Amedee A., Miller K., Doranz B.J., Endres M., 

RA Sharron M., Samson M., Lu Z.H., Clements J.E., Murphey-Corb M., 

RA Peiper S.C., Parmentier M . , Broder C.C., Doms R.W. ; 

RT "Differential utilization of CCR5 by macrophage and T cell tropic 

RT simian immunodeficiency virus strains."; 

RL Proc. Natl. Acad. Sci. U.S.A. 94:4005-4010(1997). 

RN [2] 

RP SEQUENCE FROM N . A . 

RC SPECIES=P . hamadryas ; 

RX MEDLINE=99210133; PubMed=l 01 95758 ; 

RA Saksena N.K., Wang B . , Novembre F.J., Bolton W., Smit T.K., Lai R.B.; 

RT "Species -specif ic changes in the CCR5 gene from African and Asian 

RT nonhuman primates . " ; 

RL AIDS Res. Hum, Retroviruses 15:479-483(1999). 

RN [3] 

RP SEQUENCE FROM N.A. 

RC SPECIES=P . anubis ; 

RA Benton P. A., Timanus D.K., Shearer M.H., Lee D.R., Kennedy R.C.; 

RL Submitted (NOV-1997) to the EMBL/GenBank/DDBJ databases. 

CC -!- FUNCTION: RECEPTOR FOR A C-C TYPE CHEMOKINE. BINDS TO MIP-1-ALPHA, 
CC MIP-1-BETA AND RANTES AND SUBSEQUENTLY TRANSDUCES A SIGNAL BY 

CC INCREASING THE INTRACELLULAR CALCIUM IONS LEVEL. MAY PLAY A ROLE 

CC IN THE CONTROL OF GRANULOCYTIC LINEAGE PROLIFERATION OR 

CC DIFFERENTIATION. 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein . 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS . 

cc 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Bioinf ormatics and the EMBL outstation - 

CC the European Bioinf ormatics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 



cc 


entities 


requires 


a license 


agreement (See http://www.i 


cc 
cc 

DR 


or send an email 


to 1 icense(£isb-sib . ch) . 


EMBL; AF005658; 


AAB62552 . 


1; 




DR 


EMBL; AF105287; 


AAD20556. 


1; 




DR 


EMBL; AF105288; 


AAD20557 . 


1; 




DR 


EMBL; AF105289; 


AAD20558 . 


1; 




DR 


EMBL; AF105290; 


AAD20559 . 


1; 




DR 


EMBL; AF023452; 


AAC63830 . 


1; 




DR 


InterPro; 


IPR000276; GPCR 


_Rhodpsn . 


DR 


Pfam; PF00001; 7tm_l; 1. 






DR 


PRINTS; PR00237; 


GPCRRHODOPSN. 


DR 


PROSITE; 


PS00237; 


G_PROTEIN_ 


RECEP Fl 1 ; 1 . 


DR 


PROSITE; 


PS50262; 


G_PROTEIN~ 


RECEP Fl 2 ; 1 . 


KW 


G-protein 


coupled 


receptor ; 


Transmembrane; Glycoprotein 
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FT 


DISULFID 
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178 




BY SIMILARITY. 


FT 


MOD_RES 


3 




3 




SULFATION (BY SIMILARITY) . 


FT 


MOD_RES 


10 




10 




SULFATION (BY SIMILARITY) . 


FT 


MOD_RES 


14 




14 




SULFATION (BY SIMILARITY) . 


FT 


MOD_RES 


15 




15 




SULFATION (BY SIMILARITY) . 


FT 


CARBOHYD 


268 




268 




N-LINKED (GLCNAC. . .) ( PO 


SQ 


SEQUENCE 


352 AA 


• 40489 MW; 5E1504A9BA1FE8B2 CRC64 ; 



Sul fat ion . 



Query Match 72.0%; Score 1368; DB 1; Length 352; 

Best Local Similarity 76.1%; Pred. No. 4.7e-76; 

Matches 261; Conservative 31; Mismatches 45; Indels 6; 



Gaps 



2; 



Qy 
Db 



24 FDYDY - -GAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LINCKKLKCLTDI YL 81 

:| II II I HIM hllMIIMIIIIIIIIhllMIIMIhll -11111 

10 YDIDYYTSEPCQKINVKQIAARLLPPLYSLVFIFGFVGNILWLILINCKRLKSMTDI YL 69 



Qy 

Db 

Qy 

Db 

Qy 
Db 



82 LNLA I S DLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLYHI G YFGG I FF 1 1 LLT I DRYLA 141 

IIIIIMIIIhhl Ml II H III h 1 1 1 1 H IIMIIIIIIIMII 

70 LNLAI SDLLFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGIFFI ILLTIDRYLA 129 

142 I VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI IFTKCQKEDSVYVCGPYFP RG 197 

IIIIMIIIIIIIIIIIIMMIhlllllhlllllh hi I I =11 
130 IVHAVFALKARTVTFGWTSVITWWAVFASLPGIIFTRSQREGLHYTCSSHFPYSQYQF 189 

198 WNNFHT I MRN I LGLVLPLL I MVI CYSG I LKTLLRCRNEKKRHRAVRV I FT I M I VYFLFWT 2 57 

I II h IIIIIMIhlllllllllllMIIIIMIIIIIIhlllMMIMII 

190 WKNFQTLKI VI LGLVLPLLVMVI CYSG I LKTLLRCRNEKKRHRAVRLI FTI M I VYFLFWA 24 9 



Qy 258 PYNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI N P 1 1 YAFVGEKFRRYLS 317 

llllhllllllllllhll I ^ : : I I j I IIIIIIIIIIMIIIIIIIIIIIIII II 
Db 250 PYNI VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 309 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

llhlll Mill \ \ : U I lllllhl II 

Db 310 VFFQKHIAKRFCKCCSIFQQEAPERASSVYTRSTGEQEISVGL 352 

RESULT 14 
CKR5_HUMAN 

ID GKR5_HUMAN STANDARD; PRT; 3 52 AA . 

AC P51681; 014692; 014693; 014695; 014696; 014697; 014698; 014699; 

AC 014700; 014701; 014702; 014703; 014704; 014705; 014706; 014707; 

AC 014708; 015538; Q9UPA4 ; 

DT 01-OCT-1996 (Rel . 34, Created) 

DT 01-OCT-1996 (Rel. 34, Last sequence update) 

DT 28-FEB-2003 (Rel. 41, Last annotation update) 

DE C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (CCR5) 

DE (HIV-1 fusion co-receptor) (CHEMR13) (CD195 antigen) . 

GN CCR5 OR CMKBR5 . 

OS Homo sapiens (Human) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

OX NCBI_TaxID=9606; 

RN [1] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=96241590; PubMed=8639485 ; 

RA Samson M . , Labbe O., Mollereau C, Vassart G., Parmentier M.; 

RT "Molecular cloning and functional expression of a new human 

RT CC-chemokine receptor gene."; 

RL Biochemistry 35:3362-3367(1996). 

RN [2] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=96291862 ; PubMed=86633 14 ; 

RA Raport C.J., Gosling J., Schweichart V.L., Gray P.W., Charo I.F.; 

RT "Molecular cloning and functional characterization of a novel human 

RT CC chemokine receptor (CCR5) for RANTES , MlP-lbeta, and MI P- lalpha . " ; 

RL J. Biol. Chem. 271:17161-17166(1996). 

RN [3] 

RP SEQUENCE FROM N.A. 

RX MEDL I NE= 9 6 2 9 5 9 7 0 ; PubMed = 86 99119; 

RA Combadiere C. , Ahuja S.K., Tiffany H.L., Murphy P.M.; 

RT "Cloning and functional expression of CC CKR5, a human monocyte CC 

RT chemokine receptor selective for MIP- 1 (alpha ) , MlP-l(beta), and 

RT RANTES . " ; 

RL J. Leukoc. Biol. 60:147-152(1996). 

RN [4] 

RP SEQUENCE FROM N.A. 

RA McCombie W.R., Wilson R., Chen E., Gibbs R., Zuo L., Johnson D., 

RA Nhan M., Parnell L. , Dedhia N . , Ansari A., Mardis E. , Schutz K. , 

RA Gnoj L., la Bastide M., Kaplan N . , Greco T., Touchman J., 

RA Muzny D., Chen C.N., Evans C. , Fitzgerald M . , See L.H., Tang M. , 

RA Porcel B.M., Dragan Y., Giacalone J., Pae A., Powell E., 

RA Solinsky K.A. , Desilva U. f Diaz-Perez S., Zhou X., Yu Y., 

RA Watanabe M., Doggett N . , Garcia D. , Sagripanti J.L.; 



RL Submitted (MAY- 1997) to the EMBL/ GenBank/DDBJ databases. 

RN [5] 

RP SEQUENCE FROM N . A . 

RX MEDLINE=98 0013 8 7; PubMed=934 3222 ; 

RA Kuhmann S.E., Piatt E.J., Kozak S.L., Kabat D.; 

RT "Polymorphisms in the CCR5 genes of African green monkeys and mice 

RT implicate specific amino acids in infections by simian and human 

RT immunodeficiency viruses."; 

RL J. Virol. 71:8642-8656(1997). 

RN [6] 

RP SEQUENCE FROM N.A., AND POLYMORPHISMS. 

RX MEDLINE=98022612 ; PubMed=9359654 ; 

RA Zhang L., Carruthers CD., He T. , Huang Y., Cao Y., Wang G., Hahn B., 

RA Ho D.D.; 

RT "HIV type 1 subtypes, coreceptor usage, and CCR5 polymorphism."; 

RL AIDS Res. Hum. Retroviruses 13:1357-1366(1997). 

RN [7] 

RP SEQUENCE FROM N . A . 

RX MEDLINE=98049523 ; PubMed=93882 01 ; 

RA Mummidi S., Ahuja S.S., McDaniel B.L., Ahuja S.K.; 

RT "The human CC chemokine receptor 5 (CCR5) gene. Multiple transcripts 

RT with 5* -end heterogeneity, dual promoter usage, and evidence for 

RT polymorphisms within the regulatory regions and noncoding exons . " ; 

RL J. Biol. Chem. 272:30662-3 0671(1997). 

RN [8] 

RP SEQUENCE FROM N.A., AND VARIANT ARG-178. 

RA Magierowska M. , Barre-Sinoussi F. , Issafras H. , Theodorou I., 

RA Debre P . ; 

RL Submitted (MAR- 1998) to the EMBL/ GenBank/ DDB J databases. 

RN [9] 

RP CHARACTERIZATION OF ITS HIV-1 RECEPTOR FUNCTION. 

RX MEDLINE=96260017 ; PubMed=8 64 95 1 1 ; 

RA Deng H. , Liu R., Ellmeier W., Choe S., Unutmaz D. , Burkhart M., 

RA di Marzio P., Marmon S., Sutton R.E., Hill CM,, Davis C.B., 

RA Peiper S.C., Schall T.J., Littman D.R., Landau N.R.; 

RT "Identification of a major co-receptor for primary isolates of 

RT HIV-1."; 

RL Nature 381:661-666(1996). 

RN [10] 

RP CHARACTERIZATION OF ITS HIV-1 RECEPTOR FUNCTION. 

RX MEDLI NE = 96260018 ; PubMed = 8649512 ; 

RA Dragic T. , Litwin V., Allaway G.P., Martin S.R., Huang Y . , 

RA Nagashima K.A. , Cayanan C. , Maddon P.J., Koup R.A., Moore J. P., 

RA Paxton W. A. ; 

RT "HIV-1 entry into CD4+ cells is mediated by the chemokine receptor 

RT CC-CKR-5." ; 

RL Nature 381:667-673(1996). 

RN [11] 

RP SULFATION. 

RX MEDLINE=99189752 ; PubMed=10089882 ; 

RA Farzan M. , Mirzabekov T. , Kolchmsky P., Wyatt R. , Cayabyab M . , 

RA Gerard N.P., Gerard C. , Sodroski J . , Choe H. ; 

RT "Tyrosine sulfation of the amino terminus of CCR5 facilitates HIV-1 

RT entry. " ; 

RL Cell 96:667-676 (1999) . 

CC -•- FUNCTION: RECEPTOR FOR A C-C TYPE CHEMOKINE. BINDS TO MI P-l -ALPHA, 
CC MIP-1-BETA AND RANTES AND SUBSEQUENTLY TRANSDUCES A SIGNAL BY 



CC INCREASING THE INTRACELLULAR CALCIUM IONS LEVEL . MAY PLAY A ROLE 

CC IN THE CONTROL OF GRANULOCYTIC LINEAGE PROLIFERATION OR 

CC DIFFERENTIATION. ACTS AS CO-RECEPTOR WITH CD4 FOR PRIMARY NON- 

CC SYNCYTIUM- INDUCING STRAINS (NSI) ( MACROPHAGE -TROPI C) OF HIV-1 

CC VIRUS. IT PROMOTES ENV- MEDIATED FUSION OF THE VIRUS. 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- TISSUE SPECIFICITY: FOUND IN PROMYELOCYTE CELLS. 

CC -!- PTM : SULFATION CONTRIBUTES TO THE EFFICIENCY OF HIV-1 ENTRY. 

CC -!- PTM: MODIFIED BY O-LINKED GLYCOSYLATION , BUT NOT BY N-LINKED 

CC GLYCOSYLATION. 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Bioinf ormatics and the EMBL outstation - 

CC the European Bioinf ormat ics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 

CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 

CC or send an email to 1 icense&isb- s ib . ch) . 

CC 

DR EMBL; X91492; CAA62796.1; -. 

DR EMBL; U54994; AAC50598.1; -. 

DR EMBL; U57840; AAB17071.1; -. 

DR EMBL; U95626; AAB57793.1; -. 

DR EMBL; U83326; AAC51797.1; 

DR EMBL; AF011500; AAB65700.1; -. 

DR EMBL; AF011501; AAB65701.1; -. 

DR EMBL; AF011502; AAB65702.1; -. 

DR EMBL; AF011503; AAB65703.1; -. 

DR EMBL; AF011505; AAB65705.1; 

DR EMBL; AF011506; AAB65706.1; -. 

DR EMBL; AF011507; AAB65707.1; -. 

DR EMBL; AF011508; AAB65708.1; 

DR EMBL; AF011509; AAB65709.1; -. 

DR EMBL; AF011510; AAB65710.1; -. 

DR EMBL; AF011511; AAB65711.1; -. 

DR EMBL; AF011512; AAB65712.1; 

DR EMBL; AF011513; AAB65713.1; -. 

DR EMBL; AF011514; AAB65714.1; -. 

DR EMBL; AF011515; AAB65715.1; -. 

DR EMBL; AF011516; AAB65716.1; -. 

DR EMBL; AF011517; AAB65717.1; -. 

DR EMBL ; AF011518; AAB65718.1; -. 

DR EMBL; AF011519; AAB65719.1; -. 

DR EMBL; AF011520; AAB65720.1; -. 

DR EMBL; AF011521; AAB65721.1; -. 

DR EMBL; AF011522; AAB65722.1; -. 

DR EMBL; AF011523; AAB65723.1; -. 

DR EMBL; AF011524; AAB65724.1; -. 

DR EMBL; AF011525; AAB65725.1; -. 

DR EMBL; AF011526; AAB65726.1; 

DR EMBL; AF011527; AAB65727.1; -. 

DR EMBL; AF011528; AAB65728.1; -. 

DR EMBL; AF011529; AAB65729.1; -. 

DR EMBL; AF011530; AAB65730.1; 

DR EMBL; AF011531; AAB65731.1; -. 

DR EMBL; AF011532; AAB65732.1; -. 



DR EMBL; AF011533; AAB65733.1; - 

DR EMBL; AF011534; AAB65734.1; - 

DR EMBL; AF011535; AAB65735.1; - 

DR EMBL; AF011536; AAB65736.1; - 

DR EMBL; AF011537; AAB65737.1; - 

DR EMBL; AF031237; AAB94735.1; - 

DR EMBL; AF052539; AAD18131.1; - 

DR Genew; HGNC:1606; CCR5 . 

DR MIM; 601373; -. 



DR 


GO 


GO 


0005768 


C 


endosome; TAS . 




DR 


GO 


GO 


0005887 


C 


integral to plasma membrane; TAS. 




DR 


GO 


GO 


0016493 


F 


C-C chemokine receptor activity; NAS . 




DR 


GO 


GO 


0015026 


• F 


coreceptor activity; TAS. 




DR 


GO 


GO 


0007267 


• P 


cell-cell signaling; TAS. 




DR 


GO 


GO 


0006968 


• P 


cellular defense response; TAS. 




DR 


GO 


GO 


0006935 


P 


chemotaxis; TAS. 




DR 


GO 


GO 


0007204 


P 


cytosolic calcium ion concentration elevation; 


TAS. 


DR 


GO 


GO 


0007186 


• P 


G-protein coupled receptor protein signalin. . 


. ; TAS 


DR 


GO 


GO 


0006954 


• P 


inflammatory response; TAS. 




DR 


GO 


GO 


0007125 


• P 


invasive growth; TAS. 




DR 


GO 


GO 


0007203 


• P 


phosphatidyl inositol -4 , 5 -bisphosphate hydro. . 


. ; TAS 



DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PROTEIN_RECEP_Fl_l ; 1. 

DR PROSITE; PS50262; G_PROTEIN_RECEP_Fl_2 ; 1. 

KW G-protein coupled receptor; Transmembrane; Glycoprotein; Sulfation; 



KW 


Polymorphism. 
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Query Match 71.8%; Score 1364; DB 1; Length 352; 

Best Local Similarity 75.5%; Pred . No. 8.1e-76; 

Matches 259; Conservative 32; Mismatches 46; Indels 6; Gaps 2; 

Qy 24 FDYDY - - GAPCHKFDVKQI GAQLLP PLYSLVF I FGFVGNMLWLI LI NCKKLKCLTDI YL 81 

:| H II I HIM I = I I I I I I I I I I I I I I I I I I I h I I I I I I h I I HIM 

Db 10 YDINYYTSEPCQKINVKQIAARLLPPLYSLVFI FGFVGNMLVILILINCKRLKSMTDI YL 69 

Qy 82 LNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYH I G YFGG I FFI I LLTI DRYLA 141 

llllllll lh|:| III II :| III Ihl II I I Ihl IIIIIMIIIIIIII 
Db 70 LNLAI SDLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYF I GFFSG I FF I I LLTI DRYLA 129 



Qy 142 IVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP RG 197 

:|||||lllllllllllllllllhlllllhlllllh III I I =11 

Db 130 WHAVFALKARTVTFGVVTSVITWVVAVFASLPGI I FTRSQKEGLHYTCSSHFPYSQYQF 189 



Qy 198 WNNFHTI MRNI LGLVLPLLIMVI CYSGILKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWT 257 

I II h llllllllhllMIIIIIIIIIIIMIIMIIIIhllllllllllll 

Db 190 WKNFQTLKI V I LGLVLP LLVMV I CY SG I LKTLLRCRNEKKRHRAVRL I FT I M I VYFLFW A 249 

Qy 258 PYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

MllhlllMMIIIhM h::MII I I II ,11 I' 'III' || 

Db 2 50 PYNI VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 3 09 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

Db 310 VFFQKHIAKRFCKCCSI FQQEAPERASSVYTRSTGEQEISVGL 352 

RESULT 15 
CKR5_TRAPH 

ID CKR5JTRAPH STANDARD; PRT; 352 AA . 

AC 097879; 

DT 30-MAY-2000 (Rel . 39, Created) 

DT 30-MAY-2000 (Rel. 39, Last sequence update) 

DT 28-FEB-2003 (Rel. 41, Last annotation update) 

DE C-C chemokine receptor type 5 (C-C CKR-5) (CC-CKR-5) (CCR-5) (CCR5) . 

GN CCR5 OR CMKBR5 . 

OS Trachypithecus phayrei (Phayre's leaf monkey). 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Cercopithecidae ; Colobinae; 

OC Trachypithecus. 

OX NCBI_TaxID=61618 ; 

RN [1] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=9941643 8; PubMed=104 86 970 ; 

RA Zhang Y.-W., Ryder O.A. , Zhang Y.-P.; 

RT "Sequence evolution of the CCR5 chemokine receptor gene in primates."; 

RL Mol. Biol. Evol. 16:114 5-1154(1999). 

CC -!- FUNCTION: RECEPTOR FOR A C-C TYPE CHEMOKINE. BINDS TO MIP-1-ALPHA, 
CC MIP-1-BETA AND RANTES AND SUBSEQUENTLY TRANSDUCES A SIGNAL BY 

CC INCREASING THE INTRACELLULAR CALCIUM IONS LEVEL . MAY PLAY A ROLE 

CC IN THE CONTROL OF GRANULOCYTIC LINE1AGE PROLIFERATION OR 

CC DIFFERENTIATION. 

CC -!- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- SIMILARITY: BELONGS TO FAMILY 1 OF G-PROTEIN COUPLED RECEPTORS. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Bioinf ormat ics and the EMBL outstation - 

CC the European Bioinf ormatics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 

CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 

CC or send an email to 1 icense^isb-sib. ch) . 

CC 

DR EMBL; AF075443; AAD19855.1; -. 

DR InterPro; IPR000276; GPCR^Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PROTEIN_RECEP_Fl_l ; 1. 

DR PROSITE; PS50262; G_PROTEIN_RECEP_Fl_2 ; 1. 

KW G-protem coupled receptor; Transmembrane; Glycoprotein; Sulfation. 
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Query Match 71.7%; Score 1363; DB 1; Length 352; 

Best Local Similarity 75.8%; Pred . No. 9.4e-76; 

Matches 260; Conservative 31; Mismatches 46; Indels 6; Gaps 2; 



Qy 24 FDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LINCKKLKCLTDI YL 81 

M 1 1 1 1 I Mill h 1 1 M M II I M II 1 1 1 h II I M II M h 1 1 : II M I 

Db 10 YDIDYYTSEPCQKVNVKQI AARLLPPLYSLVFI FGFVGNILWLILINCKRLKSMTDI YL 69 

Qy 82 LNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI ILLTIDRYLA 141 

llllllll t I : I : ] I I I II U III Ihl I I I I Ihl I I I I I I II I I I I I I I 
Db 70 LNLAISDLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGI FFI ILLTIDRYLA 129 

Qy 142 I VHAVFALKARTVTFGVVTSVI TWLVAVFASVPGI I FTKCQKEDSVYVCGPYFP RG 197 

IIIIIIIIIIIIIIMIIIIIIIhlllllhlllllh hi II II 

Db 13 0 IVHAVFALKARTVTFGVVTSVITWVVAVFASLPGIIFTRSQREGLHYTCSSHFPYSQYQF 18 9 

Qy 198 WNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHRAVRVIFTIMIVYFLFWT 257 

I Mh IIMIIIIhlMIIMIIMIIMMIMIIIIIhllllllllllll 

Db 190 WKNFQTLKI VILGLVTiPLLVMVT CYSGILKTLLRCRNEKKRHRAVRLI FTIMI VYFLFWA 24 9 

Qy 258 PYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

I I ^ I I I I ' I I I I I I ^ I |:::|||| I II I I I I I I II I I I II I I I I I I I I I I II 
Db 250 PYNI VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCI NPI I YAFVGEKFRNYLL 309 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

llhlll Mill | :| :| : :| | |"| 
Db 310 VFFQKHIAKRFCKCCSI FQQEAPERASSVYTRSTGEQEISVGL 352 



Search completed: November 25, 2003, 23:19:39 
Job time : 19 sees 



GenCore version 5.1.6 
Copyright (c) 1993 - 2003 Compugen Ltd. 



OM protein - protein search, using sw model 
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Title: 

Perfect score; 
Sequence : 

Scoring table: 
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November 25, 2003, 23:15:34 ; Search time 41 Seconds 

(without alignments) 
2265.828 Million cell updates/sec 

US-09-625-573-4 
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1 MLSTSRSRFIRNTNESGEEV DGVTSTNTPSTGEQEVSAGL 360 
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Gapop 10.0 , Gapext 0.5 

830525 seqs, 258052604 residues 
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Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing : Minimum Match 0% 
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SPTREMBL_23 : * 

1 : sp_archea : * 

2: sp_bacteria : * 

3 : sp_f ungi : * 

4 : sp_human : * 

5 : sp_invertebrate : * 
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15: sp_rvirus:* 

16 : sp_bacteriap : * 

17: sp_archeap-.* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
Q95NC2 

ID Q95NC2 PRELIMINARY 
AC Q95NC2; 

DT 01-DEC-2001 (TrEMBLrel . 
DT 01-DEC-2001 (TrEMBLrel. 
DT 01-MAR-2003 (TrEMBLrel. 



PRT; 352 AA . 
19, Created) 

19, Last sequence update) 
23, Last annotation update) 



DE C-C chemokine receptor 5. 

GN CCR5 . 

OS Callicebus moloch (Dusky titi) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Eutel eostomi ; 

OC Mammalia; Eutheria; Primates; Platyrrhini; Cebidae; Callicebinae; 

OC Callicebus. 

OX NCBI_TaxID=9523 ; 

RN [1] 

RP SEQUENCE FROM N.A. 

RA Zhang Y . , Ryder O.A., Zhang Y.; 

RT "Sequence comparison of the CCR5 gene in primates and primate 

RT phylogeny . " • 

RL Submitted (AUG- 1999) to the EMBL/ GenBank/DDBJ databases. 

DR EMBL; AF177887; AAK43370.1; -. 

DR InterPro; IPR000923; BlueCu_l . 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00196; COPPER_BLUE; 1. 

DR PROSITE; PS00237; G_PROTEIN_RECEP_Fl_l ; 1. 

DR PROSITE; PS50262; G_PR0TEIN_RECEP_F1_2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40495 MW ; 7FB3 075 13ACF9B9B CRC64; 

Query Match 73.3%; Score 1392; DB 6; Length 352; 

Best Local Similarity 75.4%; Pred . No. 4.6e-113; 

Matches 263; Conservative 30; Mismatches 50; Indels 6; Gaps 2; 

Qy 18 EEVTTFFDYDYGA- - PCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LINCKKLKC 75 

I : M MM M I I 1 M : 1 I ! I I M I I h I h 1 II I II M I I I M II I h I I 
Db 4 EVSSPI YDIDYGASEPCQKIDVKQMGAQLLPPLYSMVFLFGFVGNMLWLILINCKRLKS 63 

Qy 76 LTDI YLLNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI ILLT 135 

MIIIIMMIMI II Ml III M • I Ml IM MM IMI I II 1 1 ! 1 1 1 

Db 64 MTDI YLLNLAI SDLFFLFTVPFWAHYAAGQWDFGNTMCQFLTGLYFIGFFSGI FFI ILLT 123 

Qy 136 I DRYLAI VHAVFALKARTVTFGVVTSVI TWLVAVFASVPGI I FTKCQKEDSVYVCGPYFP 195 

M M 1 1 1 M 1 1 M M II M 1 1 1 1 1 1 1 1 II M I M M MM M 1 1 M III I I MM 

Db 124 I DRYLAI VHAVFALKARTVTFGVVTSVI TWWAVFASLPG 1 1 FTRSQKEGYHYTCSPHFP 183 
Qy 196 RG WNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHRAVRVIFTIMIV 251 

I I I M M M M M M I M M M M M M II I M II M I M M M M M I 

Db 184 FGQYRFWKNLETLKMVILGLVLPLLVMVICYSGILKTLLRCRNEKKRHRAVRLIFTIMI V 243 

Qy 2 52 YFLFWTPYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEK 311 

Mill II M M M I M II II I M II I - : 1 1 1 1 IMIIIIIIIIMMIIMIMM 

Db 244 YFLFWAPYNIVLLLNTYQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCVNPI IYAFVGEK 303 

Qy 312 FRRYLSVFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

M II MMIM Mill I M M : II M I'm M 

Db 304 FRNYLLVFFQKHIAKRFCKCCSI FQKEAPERANSVYTRSTGEQEISVGL 352 

RESULT 2 
077776 

ID 077776 PRELIMINARY; PRT; 352 AA . 

AC 077776; 



DT 01-NOV-1998 (TrEMBLrel . 08, Created) 

DT 01-NOV-1998 (TrEMBLrel. 08, Last sequence update) 

DT 01-MAR-2003 (TrEMBLrel . 23, Last annotation update) 

DE Chemokine receptor CCR5 . 

GN CCR5 . 

OS Cercocebus torquatus torquatus. 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Eutel eostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhmi; Cercopithecidae ; 

OC Cercopithecinae; Cercocebus. 

OX NCBI_TaxID=81944; 

RN [1] 

RP SEQUENCE FROM N.A. 

RC STRAIN=1208; 

RA Chen Z., Kwon D. , Jin Z., Monard S., Telfer P., Jones M., Lu C. , 

RA Aguilar R., Ho D.D., Marx P. A.; 

RT "Natural infection of a homozygous delta 24 CCR5 red-capped mangabey 

RT with a R2b-tropic simian immunodeficiency virus."; 

RL J. Exp. Med. 0:0-0(1998). 

DR EMBL; AF084004; AAC62472.1; 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l ; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PROTEIN_RECEP_Fl_l ; 1. 

DR PROSITE; PS50262; G_PROTEIN_RECEP_Fl_2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40475 MW ; B3A63FDC447 3D1D3 CRC64 ; 

Query Match 72.4%; Score 1375; DB 6; Length 352; 

Best Local Similarity 76.1%; Pred . No. 1.4e-lll; 

Matches 261; Conservative 32; Mismatches 44; Indels 6; Gaps 2; 
Qy 24 FDYDY - -GAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLVVLI LI NCKKLKCLTDI YL 81 

-•I II M I Hill h I MM MMM III II hi MM MMM 1 1 MUM 

Db 10 YDIDYYTSEPCQKINVKQIAARLLPPLYSLVFVFGFVGNILWLILINCKRLKSMTDIYL 69 

Qy 82 LNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI ILLTIDRYLA 141 

1 1 1 i 1 1 1 1 1 1 1 : 1 : 1 III 1 1 M III MM MM MM 1 1 1 M I M 1 1 1 1 1 1 1 

Db 70 LNLAI SDLLFLLTVP FVJAHYAAAQVJDFGNTMCQLLTGLYF I GFFSGI FF 1 1 LLT I DRYLA 129 
Qy 142 IVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP RG 197 

, 1 1 1 ' 1 ' I ! I 1 1 1 1 1 , 1 i , I ^ , ' 1 1 1 1 1 1 ' ' 1 1 - Ml I I MM 

Db 130 I VTiAVFALKARTVTFGVVTSVITWVVAVFASLPGI IFTRSQREGLHYTCSPHFPYSQYQF 189 

Qy 198 WNNFHTIMRNI LGLVLPLLIMVI CYSGILKTLLRCRNEKKRHRAVRVT FTIMI VYFLFWT 257 

I M h I I II I I I I M I I I I I M M II II I I M II I I M I I I : II I I II I M I I I 
Db 190 WKNFQTLKI VI LGLVLPLLVMVI CYSG I LKTLLRCRNEKKRHRAVRLI FTI MI VYFLFWA 249 

Qy 258 PYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

1 1 1 1 1 = 1 1 1 1 1 1 1 1 1 1 1 1 1 M : M I II I II 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 II ! 1 1 1 1 1 M 

Db 250 PYN I VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCI NPI I YAFVGEKFRNYLL 309 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

MMMI II II I I M M • M I I I II II M II 

Db 310 VFFQKHIAKRFCKCCSI FQQEASERASSVYTRSTGEQEISVGL 352 



RESULT 3 



Q9MZA0 

ID Q9MZA0 PRELIMINARY; PRT; 352 AA. 

AC Q9MZA0; 

DT Ol-OCT-2000 (TrEMBLrel . 15, Created) 

DT Ol-OCT-2000 (TrEMBLrel. 15, Last sequence update) 

DT 01-MAR-2003 (TrEMBLrel. 23, Last annotation update) 

DE CC chemokine receptor 5 (Chemokine receptor CCR5) . 

GN CCR5 . 

OS Callithrix jacchus (Common marmoset) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Platyrrhmi; Call itrichidae; Callithrix. 

OX NCBIJTaxID=9483; 

RN [1] 

RP SEQUENCE FROM N . A . 

RX MEDLINE=2 03170 91; PubMed=l 074 787 9 ; 

RA Mummidi S., Bamshad M . , Ahuja S.S., Gonzalez E . , Feuillet P.M., 

RA Begum K. , Galvis M.C., Kostecki V., Valente A.J., Murthy K.K., 

RA Haro L., Dolan M.J., Allan J.S., Ahuja S.K.; 

RT "Evolution of human and non-human primate CC chemokine receptor 5 gene 

RT and mRNA . Potential roles for haplotype and mRNA diversity, 

RT differential haplotype-specif ic transcriptional activity, and altered 

RT transcription factor binding to polymorphic nucleotides in the 

RT pathogenesis of HIV-1 and simian immunodeficiency virus."; 

RL J. Biol. Chem. 275:18946-18961(2000). 

RN [2] 

RP SEQUENCE FROM N . A . 

RA Zhang Y., Ryder O.A., Zhang Y . ; 

RT "Sequence comparison of the CCR5 gene in primates and primate 

RT phylogeny . " ; 

RL Submitted (AUG-1999) to the EMBL/GenBank/DDBJ databases. 
RN [3] 

RP SEQUENCE FROM N . A . 

RX MEDLINE=22174698; PubMed=12186836 ; 

RA LaBonte J. A., Babcock G.J., Patel T., Sodroski J. ; 

RT "Blockade of HIV-1 Infection of New World Monkey Cells Occurs 

RT Primarily at the Stage of Virus Entry."; 

RL J. Exp. Med. 196:431-445(2002). 

DR EMBL; AF252554; AAF87984.1; -. 

DR EMBL; AF177878; AAK43361.1; -. 

DR EMBL; AF452614; AAN14530.1; 

DR InterPro; IPR000923; BlueCu_l . 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00196; COPPER_BLUE; 1. 

DR PROSITE; PS00237; G_PR0TEIN_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PROTEIN_RECEP_F 1_2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40465 MW; FF0D0A8D06F7B8F5 CRC64 ; 

Query Match 72.4%; Score 1375; DB 6; Length 352; 

Best Local Similarity 75.2%; Pred . No. 1.4e-lll; 

Matches 258; Conservative 33; Mismatches 46; Indels 6; Gaps 2; 

Qy 24 FDYDYG- -APCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLILINCKKLKCLTDI YL 81 

:| III M I Nihil llllllhlhMMIIIIIIIIMIIhll NIMI 
Db 10 YDI DYGPSEPCRKIDVKQMGAHLLPPLYSMVFLFGFVGNMLWLILINCKRLKSMTDI YL 69 



Qy 82 LNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYHI GYFGG I FF 1 1 LLT I DRYLA 141 

lllllllhll hi III II U III lh I I I I Ihl IIIIIIIIIIMIII 
Db 70 LNLAISDLIFLFTVPFWAHYAAGQWDFGNTMCQFLTGLYFIGFFSGIFFI ILLTI DRYLA 129 

Qy 142 IVHAVFALKARTVTFGWTSVITWLVAVFASVPGI I FTKCQKEDSVYVCGPYFP RG 197 

NIIMIIMIMIillllMMhIMIIhlMllh III I I 

Db 130 I VKAVFALKARTVTFGVVTSVITWVVAVFASLPGI I FTRSQKEGYHYTCSPHFPFSQYQF 189 

Qy 198 WNNFHT I MRN I LGLVLPLLI MV I C Y SG I LKTLLRCRNEKKRHRAVRVI FT I M I VYFLFWT 257 

I II h llllllllhlllllllllllllllllllMllllhllllllllllll 
Db 190 WKNFETLKNVILGLVLPLLVMVICYSGILKTLLRCRNEKKRHRAVRLI FTIMI VYFLFWA 249 

Qy 258 P YN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI N P 1 1 YAFVGEKFRRYLS 317 

I "I! I IN |:::|IM I I I II I I I I II h I I I I I I I I I I I I I lh 

Db 250 PYNIVLLLNTYQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCVNPI IYAFVGEKFRNYLA 309 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 

III: I II I lh I '-I =1 : I I Mill hi II 
Db 310 VFFQKHIAKCFCECCSI FQKEAPERANSVYTRSTGEQEISVGL 352 



RESULT 4 
Q8HZT9 

ID Q8HZT9 PRELIMINARY; PRT; 3 52 AA. 

AC Q8HZT9 ; 

DT 01-MAR-2003 (TrEMBLrel - 23, Created) 

DT 01-MAR-2003 (TrEMBLrel. 23, Last sequence update) 

DT 01-MAR-2003 (TrEMBLrel- 23, Last annotation update) 

DE Chemokine receptor CCR5 . 

OS Saimiri sciureus (Common squirrel monkey) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Platyrrhini; Cebidae; Cebinae; Saimiri. 

OX NCBI_TaxID=9521 ; 

RN [1] 

RP SEQUENCE FROM N . A . 

RX MEDLINE=22174698; PubMed=12 186836 ; 

RA LaBonte J.A. , Babcock G.J., Patel T., Sodroski J. ; 

RT "Blockade of HIV-1 Infection of New World Monkey Cells Occurs 

RT Primarily at the Stage of Virus Entry."; 

RL J. Exp. Med. 196:431-445(2002). 

DR EMBL; AF452615; AAN14531.1; 

KW Receptor. 

SQ SEQUENCE 352 AA; 40542 MW; 9FC8 96FB7F074 64 7 CRC64 ; 

Query Match 72.4%; Score 13 75; DB 6; Length 352; 

Best Local Similarity 75.2%; Pred . No. 1.4e-lll; 

Matches 258; Conservative 32; Mismatches 47; Indels 6; Gaps 2; 
Qy 24 FDYDYG - - APCHKFDVKQI GAQLLP PLYSLVF I FGFVGNMLWLI LI NCKKLKCLTD I YL 81 

H III II I lllhllllllllllMhllMIIIIIMMMIhll HUM 

Db 10 YDIDYGPSEPCRKI DVKQMGAQLLPPLYSLVFLFGFVGNMLWLI LINCKRLKSMTDI YL 69 

Qy 82 LNLA I SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYHI GYFGG IFF I ILLTI DRYLA 141 

IIIIIIIIMI hi Ml II :| I I I lh I II Ihl MM I llllll ! 
Db 70 LNLAISDLLFLFTI PFWAHYAAGQWDFGNTMCQFLTALYFIGFFSGI FFI ILLTIDRYLA 129 



Qy 


142 


Db 


130 


Qy 


198 


Db 


190 


Qy 


258 


Db 


250 


Qy 


318 


Db 


310 



MMMMMMMMMMMMMIMMMMMM III I I h|| 

I VHAVFALKARTVTFGWTSVI TWWAVFASLPGI I FTRSQKEGYHYSCSPHFPFSQ' 

WNNFHTIMRNILGLVLPLLIMVI CYSGILKTLLRCRNEKKRHRAVRVIFTIMI VYFL] 

I II M MMMMIMMMMMMMMMMMMIMMMMIMM 



Mill I : I : I = II IMIIhl II 



RESULT 5 
Q95NE1 

ID Q95NE1 PRELIMINARY; PRT; 352 AA . 

AC Q95NE1; 

DT 01-DEC-2001 (TrEMBLrel . 19, Created) 

DT 01-DEC-2001 (TrEMBLrel . 19, Last sequence update) 

DT 01-MAR-2003 (TrEMBLrel . 23, Last annotation update) 

DE Chemokine receptor CCR5 . 

GN CCR5 . 

OS Cercocebus torquatus atys (Red-crowned mangabey) (Sooty mangabey) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Cercopithecidae ; 

OC Cercopithecinae; Cercocebus. 

OX NCBI_TaxID=9531 ; 

RN [1] 

RP SEQUENCE FROM N.A. 

RA Palacios E . , Digilio L., McClure H.M., Chen Z., Marx P. A., 

RA Goldsmith M.A., Grant R.M.; 

RT "Parallel evolution of CCR5-null phenotypes in humans and in a natural 

RT host of simian immunodeficiency virus."; 

RL Curr. Biol. 0:0-0(1998). 

DR EMBL; AF079472; AAC31193.1; -. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l ; 1. 

DR PRINTS; PRO 023 7; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PR0TEIN_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PR0TEIN_RECEP_F1_2 ; 1. 

SQ SEQUENCE 352 AA; 40503 MW; EBA1E633D40E9F9E CRC64 ; 

Query Match 72.3%; Score 1373; DB 6; Length 352; 

Best Local Similarity 76.1%; Pred. No. 2.1e-lll; 

Matches 261; Conservative 32; Mismatches 44; Indels 6; Gaps 2; 
Qy 24 FDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLILINCKKLKCLTDI YL 81 

M M II I Mill Ml II II MUM 1 1 MM MUM Mill Ml Ml III 

Db 10 YDIDYYTSEPCQKINVKQIAARLLPPLYSLVFI FGFVGNILWLILINCKRLKSMTDI YL 69 

Qy 82 LNLAI SDLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLYH I GYFGG I FF 1 1 LLTI DRYIA 141 

1 1 1 II 1 1 1 1 1 1 : t : i Ml M M Ml MM MM MM I M 1 1 1 1 M 1 1 1 1 1 1 

Db 70 LNLAI SDLLFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGIFFI I LLTI DRYLA 129 



Qy 142 I VHAVFALKARTVTFGWTSVI TWLVAVFASVPGI I FTKCQKEDS VYVCGPYFP RG 197 

IIIIIIIIIIIIIM|:MIIII|:|llllhlllll|: hi I I hll 

Db 130 1VHAVFALKARTVTFGLVTSVITWWAVFASLPGI IFTRSQREGLHYTCSPHFPYSQYQF 189 

Qy 198 WNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHRAVRVIFTIMIVYFLFWT 257 

I II h I M 1 1 1 II I : I M II I M II M 1 1 1 1 1 1 1 II I M I h 1 1 1 1 1 1 1 1 II II 

Db 190 WKNFQTLKI VI LGLVLPLLVMVI CYSGI LKTLLRCRNEKKRHRAVRLI FTI MI VYFLFWA 249 

Qy 258 PYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI IYAFVGEKFRRYLS 317 

IIMHlMIIMMhll I I I I I I I I I I M I I I II I I I I I I I M II 

Db 250 PYNIVLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 309 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 

llhlll INN | :| :| : :| | IMIIM II 
Db 310 VFFQKHIAKRFCKCCSIFQQEASERASSVYTRSTGEQEISVGL 352 



RESULT 6 
Q95NC4 

ID Q95NC4 PRELIMINARY ; PRT; 352 AA. 

AC Q95NC4; 

DT 01-DEC-2001 (TrEMBLrel . 19 , Created) 

DT 01-DEC-2001 (TrEMBLrel. 19, Last sequence update) 

DT 01-MAR-2003 (TrEMBLrel, 23, Last annotation update) 

DE C-C chemokme receptor 5. 

GN CCR5 . 

OS Ateles geoffroyi (Black-handed spider monkey) . 

OC Eukaryota; Metazoa; Chordata; Crania ta ; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Platyrrhmi; Cebidae; Atelinae; Ateles. 

OX NCBI_TaxID=9509; 

RN [1] 

RP SEQUENCE FROM N . A . 

RA Zhang Y. , Ryder O.A., Zhang Y . ; 

RT "Sequence comparison of the CCR5 gene in primates and primate 

RT phylogeny . " ; 

RL Submitted (AUG-1999) to the EMBL/GenBank/DDBJ databases. 

DR EMBL; AF177885; AAK43368.1; 

DR InterPro; IPR000923; BlueCu_l . 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l ; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS0 0196; COPPER_BLUE; 1. 

DR PROSITE; PS00237; G_PR0TEIN_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PR0TEIN_RECEP_F1_2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40440 MW; F0A686CB4FE3964B CRC64 ; 

Query Match 72.2%; Score 1371; DB 6; Length 352; 

Best Local Similarity 75.2%; Pred. No. 3.1e-lll; 

Matches 258; Conservative 32; Mismatches 47; Indels 6; Gaps 2; 

Qy 24 FDYDYGA - - PCHKFDVKQI GAQLLPPLYSLVFI FGFVGNMLWLI LI NCKKLKCLTDI YL 81 

:| I I I I II I Nihil IMlMhlMllllMlllllhllh I l' , 
Db 10 YDI DYGASEPCRKTDVKQMGAHLLPPLYSMVFLFGFVGNMLWLILVNCKRPKSMTDI YL 69 



Qy 



82 LNLAI SDLLFLI TLPLWAHSAANEWVFGNAMCKLFTGLYHI GYFGG I FF 1 1 LLTI DR YLA 141 



IIIMIIIIII hi III II U III Ih I I I I Ihl IIIMIIIIIIIIII 
Db 70 LNLAI SDLLFLFTVPFWAHYAAGQWDFGNTMCQFLTGLYF IGFFSG I FF I I LLT I DRYLA 129 

Qy 142 IVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFPRG---- 197 

llllllllllllllllhlllllhlllllhlllllh III I I hll I 

Db 130 IVHAVFALKARTVTFGVMTSVITWWAVFASLPGIIFTRSQKEGYHYTCSPHFPFGQYQF 189 

Qy 198 WNNFHTI MRNI LGLVLPLLI MVI CYSG I LKTLLRCRNEKKRHRAVRVI FTI MI VY FLFWT 257 

I II h 1 1 1 1 1 M M 1 1 1 M II 1 1 1 1 1 1 1 1 1 1 1 M II 1 1 M •• 1 1 1 1 1 II 1 1 1 1 1 

Db 190 WKNFETLKMVI LGLVLPLLVMVI CYSGI LKTLLRCRNEKKRHRAVRLI FTIMI VYFLFWA 249 

Qy 258 PYNI VTLLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

I I I I I ^ I I I I = I I I I I I = I I h-llll IMIIIMIIIhlllllllllllll II 
Db 250 PYWIVLLLNTYQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCVNPI I YAFVGEKFRNYLL 3 09 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

Ml | ||: I :| :| : | | MIMhl II 

Db 310 VFFQKHIAKCFCECCSIFQKEAPERANSVYTRSTGEQEISVGL 352 

RESULT 7 
Q9XT12 

ID Q9XT12 PRELIMINARY; PRT; 352 AA. 

AC Q9XT12; 

DT 01-NOV-1999 (TrEMBLrel . 12, Created) 

DT 01-NOV-1999 (TrEMBLrel . 12, Last sequence update) 

DT 01-MAR-2003 (TrEMBLrel. 23, Last annotation update) 

DE CC chemokine receptor 5 . 

GN CCR5 . 

OS Cercopithecus neglectus. 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Cercopithecidae; 

OC Cercopithecinae; Cercopithecus. 

OX NCBI_TaxID=36227; 

RN [1] 

RP SEQUENCE FROM N . A . 

RA Spearman P.W., Mburu D.N., Graham B.S.; 

RT "Differential Utilization of CCR5 Molecules from Three East African 

RT Simian Species by the HIV-1 Envelope Glycoprotein.",* 

RL Submitted (APR-1999) to the EMBL/ GenBank/DDBJ databases. 

DR EMBL; AF141641; AAD32686.1; -. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PROTEIN_RECEP_Fl_l ; 1. 

DR PROSITE; PS50262; G_PROTEIN_RECEP_Fl__2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40525 MW; A3D8 6D0D0F224ED7 CRC64; 

Query Match 72.2%; Score 1371; DB 6; Length 352; 

Best Local Similarity 76.4%; Pred . No. 3.1e-lll; 

Matches 262; Conservative 30; Mismatches 45; Indels 6; Gaps 2; 
Qy 24 FDYDY - -GAPCHKFDVKQ IGAQLLP PLYSLVF I FGF VGNMLWLI LI NCKKLKCLTD I YL 81 

• I II II I HIM hMIIIIIIIIIIIIMhlllllllllhll MINI 

Db 10 YD I DYYTS E PCQKI N VKQ I AARLLPPLYSLVFI FGFVGN I LWLI LI N CKRLKSMTD I YL 69 



Qy 82 LNLAI SDLLFL I TLPLWAHSAANEWVFGNAMCKLFTGLYH I GYFGGI FF 1 1 LLTI DR YLA 141 

IIIIMMMhhl Ml M M III Ihl 1 1 II I hi MM II I MM I IN 

Db 70 LNLAI SDLLFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGI FFI ILLTIDRYLA 129 

Qy 142 IVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP RG 197 

II I ! 1 1 M I 1 I I I M I I I I I I I I I H I I [ I I : I 1 I I I I : hi II Ml 
Db 130 I VHAVFALKARTVTFGWTSVITWWAVFASLPGI IFTRSQREGFHYTCSSHFPYSQYQF 189 

Qy 198 WNNFHTIMRNILGLVLPLLIMVT CYSGTLKTLLRCRNEKKRHRAVRVIFTIMI VYFLFWT 257 

I II h I I I I I I I I M I I I I I I I I M I I I I I I I I I I I I I I I I M II I I I I I M I I 
Db 190 WKNFQTLKTVTLGLVLPLLIMVT CYSGILKTLLRCRNEKKRHRAVRLIFTIMI VYFLFWA 249 

Qy 258 PYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

M M h I M 1 1 1 M II h M h-MM II 1 1 1 1 1 M II I M I M II 1 1 1 1 1 M II 

Db 250 PYNI VXLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 3 09 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

llhlll Mill I M M : M I lllllhl II 
Db 310 VFFQKHIAKRFCKCCSIFQQEAPERASSVYTRSTGEQEISVGL 352 



RESULT 8 
Q95NC9 

ID Q95NC9 PRELIMINARY; PRT; 352 AA . 

AC Q95NC9; 

DT 01-DEC-2001 (TrEMBLrel . 19, Created) 

DT 01-DEC-2001 (TrEMBLrel. 19, Last sequence update) 

DT 01-MAR-2003 (TrEMBLrel. 23, Last annotation update) 

DE C-C chemokine receptor 5. 

GN CCR5 . 

OS Alouatta seniculus (Howler monkey) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Platyrrhini; Cebidae; Alouattinae; 

OC Alouatta. 

OX NCBI_TaxID=9503 ; 

RN [1] 

RP SEQUENCE FROM N.A. 

RA Zhang Y., Ryder O.A. , Zhang Y.; 

RT "Sequence comparison of the CCR5 gene in primates and primate 

RT phylogeny . " ; 

RL Submitted (AUG-1999) to the EMBL/GenBank/DDBJ databases. 

DR EMBL; AF177880; AAK43363.1; -. 

DR InterPro; IPR000923; BlueCu_l . 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00196 ; COPPER_BLUE; 1. 

DR PROSITE; PS00237; G_PROTEIN_RECEP_Fl_l ; 1. 

DR PROSITE; PS50262; G_PROTEIN_RECEP_Fl_2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40420 MW; 3DBB4 3D1CCA4 8 687 CRC64 ; 

Query Match 72.2%; Score 1371; DB 6; Length 352; 

Best Local Similarity 75.2%; Pred. No. 3.1e-lll; 

Matches 258; Conservative 30; Mismatches 49; Indels 6; Gaps 2; 



Qy 



24 FDYDYGA- - PCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LINCKKLKCLTDI YL 81 



:| 1 1 1 1 1 1 I Nihil IIIMIhlhlllllMIIIIIMMh I MMII 

Db 10 YDIDYGASEPCQKTDVKQMGAHLLPPLYSIVFLFGFVGNMLVVLILINCKRPKSMTDIYL 69 

Qy 82 LNIAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGIFFIILLTIDRYLA 141 

llllllll II hi III II M III Ih I I I I Ihl lllllllllllllll 
Db 70 LNLA I SDLFFLFTVPFWAH YAAGQWDFGNTMCQFLTGL YF I GF FSG I FF 1 1 LLT I DR YLA 129 

Qy 142 I VHAVFALKARTVTFGVVTSVITWLVAVFASVPGI IFTKCQKEDSVYVCGPYFPRG- - - - 197 

Ml MM I Mill MM MM I h M 1 1 1 h II I M h Ml I I MM I 

Db 13 0 I VHAVFALKARTVTFGVVTSVTTWWAVFASLPGI I FTRSQKEGYHYTCS PHFPFGQYQF 18 9 

Qy 198 WNNFHTI MRN I LGL VLPLL I M VI C YSG I LKTLLRCRNEKKRHRAVR VI FT I M I VYFLFWT 257 

I II h MllllllhlllMIIIMIIIMMIIMIIIIhll 1 1 1 1 1 1 U I 

Db 190 WKNFETLKMVILGLVLPLLVMVICYSGILKTLLRCRNEKKRHRAVRLIFAIMIVYFIFWA 24 9 



Qy 258 PYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYL.S 317 

MllhlllhlMMhll ■ -I MIMIIIIIIhllllllMIMM II 

Db 250 PYNI VLLLNTYQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCVNPI I YAFVGEKFRNYLL 3 09 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

II h II I Mill I M M : II lllllhl M 

Db 310 VFFQKHIAKRFCKCCS I FQKEAPERANSVYTRSTGEQEI SVGL 3 52 



RESULT 9 
Q9TV4 9 

ID Q9TV49 PRELIMINARY; PRT; 352 AA. 

AC Q9TV49; 

DT 01-MAY-2000 (TrEMBLrel. 13, Created) 

DT 01-MAY-2000 (TrEMBLrel. 13, Last sequence update) 

DT 01-MAR-2003 (TrEMBLrel. 23, Last annotation update) 

DE CC chemokine receptor type 5 (C-C chemokine receptor 5) . 

GN CCR5 . 

OS Cercocebus galeritus (Agile mangabey) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Cercopithecidae; 

OC Cercopithecinae; Cercocebus. 

OX NCBI__TaxID= 9532; 

RN [1] 

RP SEQUENCE FROM N.A. 

RC STRAIN=4; 

RX MEDLINE=99335215; PubMed=1040873 0 ; 

RA Muller-Trutwm M.C., Corbet S., Hansen J., Georges -Courbot M.C., 

RA Diop O., Rigoulet J., Barre-Sinouss i F., Fomsgaard A.; 

RT "Mutations in CCR5-coding sequences are not associated with SIV 

RT carrier status in African nonhuman primates."; 

RL AIDS Res. Hum. Retroviruses 15:931-939(1999). 

RN [2] 

RP SEQUENCE FROM N.A. 

RC STRAIN=4; 

RA Mueller-Trutwin M.C., Corbet S., Hansen J., Diop 0., 

RA Georges -Courbot M.-C, Barre-Sinoussi F., Fomsgaard A. ; 

RL Submitted (NOV-1997) to the EMBL/GenBank/DDBJ databases. 

RN [3] 

RP SEQUENCE FROM N.A. 

RA Zhang Y . , Ryder O.A. , Zhang Y.; 

RT "Sequence comparison of the CCR5 gene in primates and primate 



RT phylogeny . " ; 

RL Submitted (AUG-1999) to the EMBL/ GenBank / DDB J databases. 

DR EMBL; AF035215; AAD44008.1; -. 

DR EMBL. ; AF177898; AAK43381.1; -. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l ; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PROTEI N_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PROTEIN_RECEP_Fl_2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40479 MW; 5E1504A9B87278B2 CRC64; 

Query Match 72.0%; Score 13 68; DB 6; Length 352; 

Best Local Similarity 76.1%; Pred. No. 5.6e-lll; 

Matches 261; Conservative 31; Mismatches 45; Indels 6; Gaps 2; 

Qy 24 FDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLVVLILINCKKLKCLTDI YL 81 

M II I I I I', hMllllllMllllllhlllllilllhll "I 

Db 10 YDI DYYTSEPCQKI NVKQI AARLLPPLYSLVFI FGFVGNI LVVLI LI NCKRLKSMTDI YL 69 

Qy 82 LNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGIFFI ILLTIDRYLA 141 

llllllllllhhl III II M Ml Ihl I I I I Ihl IIIIIIIIIIIMII 
Db 70 LNLAISDLLFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGIFFI ILLTIDRYLA 129 

Qy 142 IVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP RG 197 

I M I M 1 1 1 M M M M II M M h M I II h M 1 1 1 h hi II =11 

Db 13 0 I VHA VFALKARTVTFGWTSVI TWWAVFASLPGI I FTRSQREGLHYTCSSHFPYSQYQF 18 9 

Qy 198 WNNFHT I MRN I LGLVLPLLI MVI CYSG I LKTLLRCRNEKKRHRAVRVI FT I M I VYFLFWT 257 

I II h 1 1 M 1 1 1 1 h 1 1 1 1 1 1 M M 1 1 1 1 1 M M M I II I h 1 1 II II 1 1 1 1 1 1 

Db 190 WKNFQTLKI VILGLVLPLLVMVI CYSGILKTLLRCRNEKKRHRAVRLI FTIMI VYFLFWA 249 

Qy 258 P YN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI NP I I YAFVGEKFRRYLS 317 

llllhllllllllllhll h-IMI I I I I I I I I I I M M I I I I I M I I M I 
Db 2 50 PYNIVLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 309 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

II h II I Mill I I 1 : = I I I I I I I I = I II 

Db 310 VFFQKHIAKRFCKCCSI FQQEASERASSVYTRSTGEQEI SVGL 352 



RESULT 10 
018770 

ID 018770 PRELIMINARY; PRT; 352 AA . 

AC 018770; 

DT 01-JAN-1998 (TrEMBLrel . 05, Created) 

DT 01-JAN-1998 (TrEMBLrel. 05, Last sequence update) 

DT 01-MAR-2003 (TrEMBLrel. 23, Last annotation update) 

DE CCR5 receptor (Fragment) . 

GN CCR5 . 

OS Pan troglodytes (Chimpanzee) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebra ta ; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Pan. 

OX NCBI_TaxID-9598 ; 

RN [1] 

RP SEQUENCE FROM N.A. 

RC STRAIN=MaCCR5- 14 0a ; 



RA Zhang L. , Carruthers CD., He T., Huang Y., Cao Y., Wang G., Hahn B., 

RA Ho D.D.; 

RT "HIV-l subtypes, co-receptor usage, and CCR5 polymorphism."; 

RL AIDS Res. Hum. Retroviruses 0:0-0(1997). 

DR EMBL; AF011538; AAB65738.1; 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN , 

DR PROSITE; PS00237; G_PROTEI N_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PROTEIN_RECEP_Fl_2 ; 1. 

KW Receptor. 

FT NON_TER 3 52 352 

SQ SEQUENCE 352 AA; 40523 MW; 4513DB983A28ACB2 CRC64 ; 

Query Match 72.0%; Score 1368; DB 6; Length 352; 

Best Local Similarity 76.1%; Pred . No. 5.6e-lll; 

Matches 261; Conservative 30; Mismatches 46; Indels 6; Gaps 2; 
Qy 24 FDYD Y - - GA PCHKFDVKQ I GAQLLP PLYSLVF I FGF VGNMLWL I LI NCKKLKCLTD I YL 81 

: I II II I ' hllllllllllllllllhlllllllllhll MINI 

Db 10 YDIDYYTSEPCQKINVKQIAARLLPPLYSLVFIFGFVGNILWLILINCKRLKSMTDIYL 69 

Qy 82 LNLA I SDLLFL I TLPLW AHSAANEVJ VFGNAMCKLFTGLYH I GYFGGI FF 1 1 LLT I DRYLA 141 

llllllllllhhl III II = 1 III Ihl 1 1 1 1 Ihl IIIMIIIIMIMI 

Db 70 LNLA I SDLLFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYF I GFFSG I FFI I LLT I DRYLA 129 
Qy 142 I VHAVFALKARTVTFGWTSVITWLVAVFASVPGI IFTKCQKEDSVYVCGPYFP RG 197 

I III II 1 1 II I II MM I II I II hi I II Ihl llll h hi I I 

Db 13 0 IVHAVFALI<ARTVTFGvVTSVITWVVAVFASLPGI I FTRSQREGLHYTCSSHFPYSQYQF 18 9 

Qy 198 WNNFHTI MRN I LGLVLPLLI MVI CYSGI LKTLLRCRNEKKRHRAVRVI FT I MI VYFLFWT 257 

I II h llllllllhllllMIIIIIIIIIMIIIIIIIIhlllllllllMI 
Db 190 WKNFQTLKMVI LGLVLPLLVMVI CYSG I LKTLLRCRNEKKRHRAVRLI FTI MI VYFLFWA 249 

Qy 258 PYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI IYAFVGEKFRRYLS 317 

llllhllllMMMhll I il U I, u ! i I! I " ' 1 1 !, || 

Db 250 PYN I VLLLNTFQEFFGLNNCSSCNRLDQAMQVTETLGMTHCCI NP I I YAFVGEKFRNYLL 309 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

Mhlll Mill I :| :| : :| I |||||| = l I I 
Db 310 VFFQKHI AKRFCKCCS I FQQEAPERASSVYTRSTGEQEI S VGL 352 

RESULT 11 
Q9MZ99 

ID Q9MZ99 PRELIMINARY; PRT; 352 AA. 

AC Q9MZ99; 

DT 01-OCT-2000 (TrEMBLrel . 15, Created) 

DT 01-OCT-2000 (TrEMBLrel . 15, Last sequence update) 

DT 01-MAR-2003 (TrEMBLrel. 23, Last annotation update) 

DE CC chemokine receptor 5. 

GN CCR5 . 

OS Ateles sp. (Spider monkey) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Platyrrhini; Cebidae; Atelinae; Ateles. 

OX NCBI_TaxID=9511 ; 

RN [1] 



RP SEQUENCE FROM N.A. 

RX MEDLINE=20317091; PubMed-1074787 9 ; 

RA Mummidi S., Bamshad M . , Ahuja S.S., Gonzalez E., Feuillet P.M., 

RA Begum K. , Galvis M.C., Kostecki V. , Valente A . J . , Murthy K.K., 

RA Haro L . , Dolan M.J., Allan J.S., Ahuja S.K.; 

RT "Evolution of human and non-human primate CC chemokine receptor 5 gene 

RT and mRNA. Potential roles for haplotype and mRNA diversity, 

RT differential haplotype-speci f ic transcriptional activity, and altered 

RT transcription factor binding to polymorphic nucleotides in the 

RT pathogenesis of HIV-1 and simian immunodeficiency virus."; 

RL J. Biol. Chem. 275:1894 6-18961(2000). 

DR EMBL; AF252555; AAF87985.1; -. 

DR InterPro; IPR000923; BlueCu_l. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00196; COPPER_BLUE; 1. 

DR PROSITE; PS00237; G_PR0TEIN_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PR0TEIN_RECEP_F1_2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40471 MW; 0 1E3 97C2A87DE64D CRC64 ; 

Query Match 71.9%; Score 1367; DB 6; Length 352; 

Best Local Similarity 74.9%; Pred. No. 6.9e-lll; 

Matches 257; Conservative 32; Mismatches 48; Indels 6; Gaps 2; 
Qy 24 FDYDYGA - - PCHKFDVKQIGAQLLPPLYSLVFI FGFVGNMLWLI LI NCKKLKCLTDI YL 81 

••I llll II I Nihil I M 1 1 1 h I h 1 1 1 M I II 1 1 1 1 h 1 1 h I --11111 

Db 10 YD I DYGAS E PCR KTDVKQMGAHLLP PLYSM VFLFGF VGNMLWL I LVNCKRPKSMTD I YL 69 

Qy 82 LNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGIFFI ILLTI DRYLA 141 

III IMIIII hi III II h Ml Ih llll Ihl ' I I I ' I ' ' ' ' I 
Db 70 LNLT I SDLLFLFTVPFWAHYAAGQWDFGNTMCQFLTGLYF I GFFSG I FF I I LLTI DRYLA 129 

Qy 142 IVTiAVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFPRG 197 

IIIIIMIMIIIIIIhlllllhlMMhlllllh III I I hll I 

Db 130 I VHAVFALKARTVTFGVMTSVI TWWAVFASLPGI I FTRSQKEGYHYTCSPHFPFGQYQF 189 

Qy 198 WNNFHTIMRNILGLVLPLLIMVICYSGILKTLLRCRNEKKRHRAVRVI FTIMIVYFLFWT 257 

I II h IIIMMIhllllMIIMMMIMIIMMMhIIIIIMMIM 

Db 190 WKNFETLKMVILGLVLPLLVMVICYSGILKTLLRCRNEKKRHRAVRLI FTIMIVYFLFWA 249 

Qy 258 PYN I VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

Illlhlllhlllllhll -I lllllllllllhlllllllllllll II 

Db 250 PYNI VLLLNTYQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCVNPI I YAFVGEKFRNYLL 3 09 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

111 = 111 | |h | :| :| : | | ||||lhl II 
Db 310 VFFQKHI AKCFCECCSI FQKEAPERANSVYTRSTGEQEI SVGL 352 



RESULT 12 
Q95NC0 

ID Q95NC0 PRELIMINARY; PRT; 352 AA . 

AC Q95NC0; 

DT 01-DEC-2001 (TrEMBLrel . 19, Created) 

DT 01-DEC-2001 (TrEMBLrel. 19, Last sequence update) 



DT 01-MAR-2003 (TrEMBLrel . 23, Last annotation update) 

DE C-C chemokine receptor 5. 

GN CCR5 . 

OS Hylobates moloch (silvery gibbon) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Hylobatidae; Hylobates. 

OX NCBI_TaxID=81572 ; 

RN [1] 

RP SEQUENCE FROM N.A. 

RA Zhang Y . , Ryder O.A. , Zhang Y . ; 

RT "Sequence comparison of the CCR5 gene in primates and primate 

RT phylogeny."; 

RL Submitted (AUG-1999) to the EMBL/ GenBank/DDBJ databases. 

DR EMBL; AF177899; AAK43382.1; -. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l ; 1. 

DR PRINTS; PRO 023 7; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PROTEIN_RECEP_Fl_l ; 1. 

DR PROSITE ; PS50262 ; G_PROTEIN_RECEP_Fl_2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40436 MW; 9623CA9834 0CF274 CRC64; 

Query Match 71.9%; Score 1366; DB 6; Length 352; 

Best Local Similarity 75.8%; Pred. No. 8.4e-lll; 

Matches 260; Conservative 30; Mismatches 47; Indels 6; Gaps 2; 
Qy 24 FDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILINCKKLKCLTDI YL 81 

: I II II I HIM I ^ I II It M M M M M M 1 1 1 - 1 II 1 1 M - M Mill I 

Db 10 YDIDYYTSGPCQKINVKQIAARLLPPLYSLVFI FGFVGNMLVILILINCKRLKSMTDI YL 69 

Qy 82 LNLA I SDLLFL I TL PLWAHSAANEWVFGNAMCKLFTGLYH I G YFGG I FF 1 1 LLT I DR YLA 141 

MINIM MMM III II M III MM MM MM 1 1 1 1 1 1 1 1 ! M 1 1 1 1 

Db 70 LNLAISDLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGI FFI ILLTIDRYLA 129 

Qy 142 IVHAVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP RG 197 

1 1 II I 1 I 1 I ! I II I I M i I i I I I h I II I M : I I I I I I : Ml I I Ml 
Db 130 I VHAVFALKARTVTFGVVTSVI TW WAVFASLPGI I FTRSQKEGLHYTCSSHFPYSQYQF 189 

Qy 198 VJNNFHTIMRN I LGLVLPLLIMVI CYSGI LKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWT 257 

I II M MMMMIMIMMMMMIMMMMMMIMMMMIMM 

Db 190 WKNFQTLKI VI LGLVLPLLVMVI CYSG I LKTLLRCRNEKKRHRAVRLI FTI M I VYFLFWA 249 

Qy 258 PYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

M M I M I II II M II I M I I : : ^ I I I I II I II II II II I M II I I I II I II I I M 
Db 250 P YN I VLLLNTFQEF FGLNNCS S SNRLDQAMQVTETLGMTHCCI N P 1 1 YAF VGEKFRNYLL 3 09 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

MIMM I Ml I M M : • I I Mill Ml M 

Db 310 VFFQKHIAKHFCKCCSI FQQEAPERASSVYTRSTGEQEISVGL 352 

RESULT 13 
Q95ND1 

ID Q95ND1 PRELIMINARY; PRT; 352 AA . 

AC Q95ND1; 

DT 01-DEC-2001 (TrEMBLrel. 19, Created) 

DT 01-DEC-2001 (TrEMBLrel. 19, Last sequence update) 



DT 01-MAR-2003 (TrEMBLrel . 23, Last annotation update) 

DE C-C chemokine receptor 5. 

GN CCR5 . 

OS Mandrillus sphinx (Mandrill) (Papio sphinx) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Cercopithecidae; 

OC Cercopithecinae; Mandrillus. 

OX NCBI_TaxID=9561; 

RN [1] 

RP SEQUENCE FROM N.A. 

RA Zhang Y., Ryder O.A. , Zhang Y. ; 

RT "Sequence comparison of the CCR5 gene in primates and primate 

RT phylogeny."; 

RL Submitted (AUG- 1999) to the EMBL/GenBank/DDBJ databases. 

DR EMBL; AF177877; AAK43360.1; -. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PROTEIN_RECEP_Fl_l ; 1. 

DR PROSITE; PS50262; G_PROTEIN_RECEP_Fl_2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40510 MW; 4 02D8 543DDD3AEDD CRC64 ; 

Query Match 71.9%; Score 1366; DB 6; Length 352; 

Best Local Similarity 76.1%; Pred . No. 8.4e-lll; 

Matches 261; Conservative 30; Mismatches 46; Indels 6; Gaps 2; 
Qy 24 FDYDY - - GAPCHKFDVKQ I GAQLLP PLYSLVF I FGFVGNMLWLI LI NCKKLKCLTD I YL 81 

: I II II I -'I 1 I llllllllllllllllhlllllllllhll M 

Db 10 YDI DYYTSEPCQKINVKQI AAHLLPPLYSLVFI FGFVGNILVVLILINCKRLKSMTDI YL 69 

Qy 82 LNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI ILLTIDRYLA 141 

IIIMIMIIhhi III II H Ml Ihl I I I I ihl IIIIMIIMIIMI 
Db 70 LNLA I SDLLFLLTVPFWAH YAAAQWDFGNI MCQLLTGLYF I GFFSGI FF I I LLTI DRYLA 129 

Qy 142 IVHAVFALKARTVTFGWTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP RG 197 

II II ! II M I ! M I ! I ! M ( ! II I ^ M M 1 1 : 1 1 1 1 ! ! ^ hi I I HI 

Db 13 0 IVHAVFALKARTVTFGWTSVITWWAVFASLPGIIFTRSQREGLHYTCSSHFPYSQYQF 18 9 

Qy 198 WNNFHT I MRN I LGLVLPLL I MVI CYSG I LKTLLRCRNEKKRHRAVRVI FTI MI VYFLFWT 257 

I II h IMMIIIhMMMMMMMIIMMMMIhMMIMIHM 

Db 190 WKNFRTLKI VILGLVLPLLVMVI CYSGILKTLLRCRNEKKRHRAVRLI FTIMIVYFLFWA 249 

Qy 2 58 PYNI VILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

MMhlMMIMMhll |:::|||l I I I I M I I I I I I II I I I I I II I I I I I II 
Db 2 50 PYNI VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 3 09 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 3 60 

llhlll Mill I M M : M I lllllhl M 
Db 310 VFFQKHIAKRFCKCCSI FQQEAPERASSVYTRSTGEQEISVGL 3 52 

RESULT 14 
Q95NC5 

ID Q95NC5 PRELIMINARY; PRT; 352 AA . 

AC Q95NC5; 

DT 01-DEC-2001 (TrEMBLrel. 19, Created) 



DT Ol-DEC-2001 (TrEMBLrel . 19, Last sequence update) 

DT Ol-MAR-2003 (TrEMBLrel. 23, Last annotation update) 

DE C-C chemokine receptor 5. 

GN CCR5 . 

OS Hylobates syndactylus (Siamang) (Symphalangus syndactylus) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Hylobatidae; Hylobates. 

OX NCB I _Tax I D= 9 5 9 0 ; 

RN [1] 

RP SEQUENCE FROM N.A. 

RA Zhang Y., Ryder O.A., Zhang Y.; 

RT "Sequence comparison of the CCR5 gene in primates and primate 

RT phylogeny. " ; 

RL Submitted (AUG-1999) to the EMBL/ GenBank/DDBJ databases. 

DR EMBL; AF177884; AAK43367.1; -. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l; 1. 

DR PRINTS; PR 0023 7; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PR0TEIN_RECEP_F1_1 ; 1. 

DR PROSITE; PS50262; G_PR0TEIN_RECEP_F1_2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40508 MW; F4F64B3AD5AF658A CRC64 ; 

Query Match 71.8%; Score 1365; DB 6; Length 352; 

Best Local Similarity 75.8%; Pred . No. le-110; 

Matches 260; Conservative 30; Mismatches 47; Indels 6; Gaps 2; 

Qy 24 FDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLWLILINCKKLKCLTDI YL 81 

M II II I Mill IMIIIIIIIIIIMIIIIMhIIMIIIMI MINI 

Db 10 YDIDYYTSEPCQKINVKQIAARLLPPLYSLVFIFGFVGNMLVILI LINCKRLKSMTDI YL 69 

Qy 82 LN LA I S DLLFL I TL P LWAHS AAN EW VFGN AMC KLFTGL YH I G Y FGG I F F 1 1 LLT I DRY LA 141 

MIIIMI Ihhl Ill II : I Ml Ihl MM MM MIMMMIIMM 

Db 70 LNLAISDLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGIFFI I LLTIDRYLA 129 
Qy 142 I VHAVFALKARTVTFGWTSVI TWLVAVFAS VPG 1 1 FTKCQKEDSVYVCGPYFP RG 197 

II 1 1 1 1 1 1 M 1 1 M I II I II 1 1 1 1 • 1 1 M I h 1 1 1 1 1 h III II Ml 

Db 130 IVHAVFALKARTVTFGWTSVITWWAVFASLPGIIFTRSQKEGLHYTCSSHFPYSQYQF 189 

Qy 198 WNNFHTIMRNI LGLVLPLLIMVT CYSGI LKTLLRCRNEKKRHRAVRVI FTIMI VYFLFWT 257 

I II h MIMMMMMMIMMMMMMMMMMMMMMIMM 

Db 190 W KN FQTLKI V I LGL VL PLLVMV I C Y SG I LKTLLRCRN E KKRHRAVRL I FT I M I VY FLFWA 249 

Qy 258 PYNIVILLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCINPI I YAFVGEKFRRYLS 317 

1 1 II IMM II II Nihil -MM IIIMIIIIIIIIIIMMIIIMII II 

Db 2 50 PYNI VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 309 

Qy 318 VFFRKH I TKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 360 

Mhlll I III IMM : M I IMIMM II 

Db 310 VFFQKHI AKHFCKCCS I FQQEAPERASS VYTRSTGEQEI SVGL 352 

RESULT 15 
Q9XS99 

ID Q9XS99 PRELIMINARY; PRT; 352 AA . 

AC Q9XS99; 

DT 01-NOV-1999 (TrEMBLrel. 12, Created) 



DT 01-NOV-1999 (TrEMBLrel . 12, Last sequence update) 

DT 01-MAR-2003 (TrEMBLrel . 23, Last annotation update) 

DE CC chemokine receptor 5. 

GN CCR5 . 

OS Gorilla gorilla (gorilla) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Gorilla. 

OX NCBI_TaxID=9593 ; 

RN [1] 

RP SEQUENCE FROM N.A. 

RC STRAI N=Gor i 1 1 aCCR ; 

RX MEDLINE=99210133; PubMed=l 01 95758 ; 

RA Saksena N.K., Wang B., Novembre F.J., Bolton W. , Smit T. , Lai R.B.; 

RT " Species -specif ic changes in the CCR5 gene from African and Asian 

RT nonhuman primates . " ; 

RL AIDS Res. Hum. Retroviruses 15:479-483(1999). 

DR EMBL; AF105291; AAD20560.1; -. 

DR InterPro; IPR000276; GPCR_Rhodpsn . 

DR Pfam; PF00001; 7tm_l ; 1. 

DR PRINTS; PR00237; GPCRRHODOPSN . 

DR PROSITE; PS00237; G_PROTEIN_RECEP_Fl_l ; 1. 

DR PROSITE; PS50262; G_PROTEI N_RECEP_F1_2 ; 1. 

KW Receptor. 

SQ SEQUENCE 352 AA; 40529 MW; 1BE68C68FE2E7AD0 CRC64; 

Query Match 71.8%; Score 1365; DB 6; Length 352; 

Best Local Similarity 75.8%; Pred . No. le-110; 

Matches 260; Conservative 31; Mismatches 46; Indels 6; Gaps 2; 

Qy 24 FDYDY- -GAPCHKFDVKQIGAQLLPPLYSLVFIFGFVGNMLVVLILINCKKLKCLTDI YL 81 

M II II I 'I ' IMMMMMMMIMMMMIMMMM MUM 

Db 10 YDI DYYTSEPCQKTNVKQIAARLLPPLYSLVF I FGFVGNMLVI LI LI NCKRLKSMTDIYL 69 

Qy 82 LNLAISDLLFLITLPLWAHSAANEWVFGNAMCKLFTGLYHIGYFGGI FFI ILLTIDRYLA 141 

MINIM MMM Ml II M III MM MM IMI M I M M II II II II 

Db 70 LNLAISDLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGI FFI ILLTIDRYLA 129 
Qy 142 IVmVFALKARTVTFGVVTSVITWLVAVFASVPGIIFTKCQKEDSVYVCGPYFP RG 197 

MIIIIIIIIMIIIhllMMMMMMMMIIh III II Ml 

Db 130 IVHAVFALKARTVTFGLVTSVITWWAVFASLPGIIFTRSQKEGLHYTCSSHFPYSQYQF 189 

Qy 198 WNNFHT I MRN I LGLVLPLLI MV I CYSG I LKTLLRCRNEKKRHRAVRVI FT I M I VYFLFWT 257 

I II M IIIIIIIMMIMIIIIIIIIIIIIIIIIIIIIMMIIIIMMIM 

Db 190 WPCNFQTLKI VI LGLVLPLLVMVI CYSG I LKTLLRCRNEKKRHRAVRL I FTI MI VYFLFWA 249 

Qy 258 P YNI VI LLNTFQEFFGLSNCESTSQLDQATQVTETLGMTHCCI NP 1 1 YAFVGEKFRRYLS 317 

M M I M I II M M M I M I I M I M M I M I II 1 1 II M 1 1 II M II II 1 1 II 

Db 2 50 PYNI VLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPI I YAFVGEKFRNYLL 3 09 

Qy 318 VFFRKHITKRFCKQCPVFYRETVDGVTSTNTPSTGEQEVSAGL 36 0 

IMMM Mill I M M = M I IIIIMM M 

Db 310 VFFQKHI AKRFCKCCS I FQQEAPERASSVYTRSTGEQEI SVGL 352 
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